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<210> 1 
<211> 2055 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (285) . . . (1769) 
<400> 1 

tgcgtcacct gcaggcccgg gccgcggggt tggtttccac cctggaggtt gctgacaccc 
tgtgccctcg gctgacttcc agccggtggc acagacgcct ccagggggca gcactcaagc 
gcatcttagg aatgacagag ttgcgtccct ctctgttgcc aggctggagt tcagtggcat 
gttcttagct cactgaagcc tcaaattcct gggttcaagt gaccctccca cctcagcccc 
atgaggacct gggactacag gacacagcta aatccctgac acgg atg aaa att aaa 

Met Lys lie Lys 




60 
120 
180 
240 
296 



1 



1 



gca gag aaa aac gaa ggt cct tec aga age tgg tgg caa ctt cac tgg 344 
Ala Glu Lys Asn Glu Gly Pro Ser Arg Ser Trp Trp Gin Leu His Trp 
5 10 15 20 

gga gat att gca aat aac age ggg aac atg aag ccg cca etc ttg gtg 392 
Gly Asp lie Ala Asn Asn Ser Gly Asn Met Lys Pro Pro Leu Leu Val 
25 30 35 



ttt att gtg tgt ctg ctg tgg ttg aaa gac agt cac tgc gca ccc act 440 
Phe lie Val Cys Leu Leu Trp Leu Lys Asp Ser His Cys Ala Pro Thr 
40 45 50 

tgg aag gac aaa act get ate agt gaa aac ctg aag agt ttt tct gag 488 
Trp Lys Asp Lys Thr Ala lie Ser Glu Asn Leu Lys Ser Phe Ser Glu 
55 ~ 60 ~ 65 

gtg ggg gag ata gat gca gat gaa gag gtg aag aag get ttg act ggt 536 
Val Gly Glu He Asp Ala Asp Glu Glu Val Lys Lys Ala Leu Thr Gly 
70 75 80 

att aag caa atg aaa ate atg atg gaa aga aaa gag aag gaa cac ace 584 
He Lys Gin Met Lys He Met Met Glu Arg Lys Glu Lys Glu His Thr 
85 90 95 100 

aat eta atg age ace ctg aag aaa tgc aga gaa gaa aag cag gag gee 632 
Asn Leu Met Ser Thr Leu Lys Lys Cys Arg Glu Glu Lys Gin Glu Ala 
105 ' ^ ' 110 115 

ctg aaa ctt ctg aat gaa gtt caa gaa cat ctg gag gaa gaa gaa agg 680 
Leu Lys Leu Leu Asn Glu Val Gin Glu His Leu Glu Glu Glu Glu Arg 
120 125 130 

eta tgc egg gag tct ttg gca gat tec tgg ggt gaa tgc agg tct tgc 728 
Leu Cys Arg Glu Ser Leu Ala Asp Ser Trp Gly Glu Cys Arg Ser Cys 
135 140 145 

ctg gaa aat aac tgc atg aga att tat aca acc tgc caa cct age tgg 776 
Leu Glu Asn Asn Cys Met Arg He Tyr Thr Thr Cys Gin Pro Ser Trp 
150 155 160 

tec tct gtg aaa aat aag att gaa egg ttt ttc agg aag ata tat caa 824 
Ser Ser Val Lys Asn Lys He Glu Arg Phe Phe Arg Lys He Tyr Gin 
165 170 175 " A 180 

ttt eta ttt cct ttc cat gaa gat aat gaa aaa gat etc ccc ate agt 872 
Phe Leu Phe Pro Phe His Glu Asp Asn Glu Lys Asp Leu Pro lie Ser 
185 190 195 

gaa aag etc att gag gaa gat gca caa ttg acc caa atg gag gat gtg 920 
Glu Lys Leu He Glu Glu Asp Ala Gin Leu Thr Gin Met Glu Asp Val 
200 205 210 

ttc age cag ttg act gtg gat gtg aat tct etc ttt aac agg agt ttt 968 
Phe Ser Gin Leu Thr Val Asp Val Asn Ser Leu Phe Asn Arg Ser Phe 
215 220 225 

aac gtc ttc aga cag atg cag caa gag ttt gac cag act ttt caa tea 1016 
Asn Val Phe Arg Gin Met Gin Gin Glu Phe Asp Gin Thr Phe Gin Ser 



2 



230 

cat ttc ata 
His Phe He 
245 

ttc tct aaa 
Phe Ser Lys 



att ccc aac 
He Pro Asn 



gaa agt gtc 
Glu Ser Val 
295 

tta cca aaa 
Leu Pro Lys 
310 

atg tta cct 
Met Leu Pro 
325 

ttg tea aga 
Leu Ser Arg 



cac eta tct 
His Leu Ser 



gac gag gcg 
Asp Glu Ala 
375 

att etc cag 
He Leu Gin 
390 

gag aag atg 
Glu Lys Met 
405 

gec cca gaa 
Ala Pro Glu 



att cat gaa 
He His Glu 



tta age att 
Leu Ser He 
455 

gaa agt get 
Glu Ser Ala 



tea gat aca 
Ser Asp Thr 
250 

gag ccg atg 
Glu Pro Met 
265 



ttc ttc cag 
Phe Phe Gin 
280 

agt gaa aca 
Ser Glu Thr 



caa gac aaa 
Gin Asp Lys 



ggg cag gac 
Gly Gin Asp 
330 

tgt ttc aaa 
Cys Phe Lys 
34 5 

gaa gac tgt 

Glu Asp Cys 
360 

ate agg ttg 

He Arg Leu 



atg acc egg 
Met Thr Arg 



aga ggg caa 
Arg Gly Gin 
410 

aca gag ate 
Thr Glu He 
425 

gga aat att 
Gly Asn lie 
440 

ctg cct tec 
Leu Pro Ser 



gag agt tct 
Glu Ser Ser 



235 

gac eta act 
Asp Leu Thr 



aca aaa gca 
Thr Lys Ala 



ctg ttt tgt 
Leu Phe Cys 
285 

att act aag 
He Thr Lys 
300 

get cct gac 
Ala Pro Asp 
315 

aga gga ctg 
Arg Gly Leu 



ttt cat gaa 
Phe His Glu 



cct gat gta 
Pro Asp Val 
365 

gtc aat gta 
Val Asn Val 
380 

aag cac ttg 
Lys His Leu 
395 

ttt ggc tgg 
Phe Gly Trp 



ate ttt aat 
He Phe Asn 



tec aaa caa 
Ser Lys Gin 
445 

tct aat ttc 
Ser Asn Phe 
460 

aac ttc att 
Asn Phe He 



240 

gag cct tac 
Glu Pro Tyr 
255 

gat ctt gag 
Asp Leu Glu 
270 



aat ttc agt 
Asn Phe Ser 



atg ctg aag 
Met Leu Lys 



cac gga ggc 
His Gly Gly 
320 

tgt ggg gaa 
Cys Gly Glu 
335 

aaa tgc caa 
Lys Cys Gin 
350 

cct get ctg 
Pro Ala Leu 



tec aat cag 
Ser Asn Gin 



gag gac acc 
Glu Asp Thr 
400 

gtg tct gaa 
Val Ser Glu 
415 

tea ata cag 
Ser He Gin 
430 

gat gaa aca 
Asp Glu Thr 



aca etc aag 
Thr Leu Lys 



ggc tac gta 
Gly Tyr Val 



ttt ttt cca 
Phe Phe Pro 



caa tgt tgg 
Gin Cys Trp 
275 



gtc tct att 
Val Ser He 
290 

gca ata gaa 
Ala He Glu 
305 

ctg att tea 
Leu He Ser 



ctt gac cag 
Leu Asp Gin 



aaa tgt cag 
Lys Cys Gin 
355 

cac aca gaa 
His Thr Glu 
370 

cag tat ggc 
Gin Tyr Gly 
385 

gee tat ctg 
Ala Tyr Leu 



ctg gca aac 
Leu Ala Asn 



gta gtt cca 
Val Val Pro 
435 

atg atg aca 
Met Met Thr 
450 

ate cct ctt 
He Pro Leu 
465 

gtg gca aaa 
Val Ala Lys 



get 1064 

Ala 

260 

gac 1112 
Asp 



tat 1160 
Tyr 



gat 1208 
Asp 



aag 1256 
Lys 



aat 1304 

Asn 

340 

get 1352 
Ala 



tta 1400 
Leu 



cag 1448 
Gin 



gtg 1496 
Val 



cag 1544 

Gin 

420 

agg 1592 
Arg 



gac 1640 
Asp 



gaa 1688 
Glu 



get 1736 
Ala 



470 475 480 

eta cag cat ttt aag gaa cat ttt aaa acc tgg taagaagatc taatgeatec 1789 
Leu Gin His Phe Lys Glu His Phe Lys Thr Trp 
485 ^ 490 495 

tatatccagt aagtagaatt atctcttcat ctgggacctg gaaatcctga aataaaaaag 184 9 

gataatgeaa taaacacagt tgcaggaaag tatgttagct atatactatg aagtactctt 1909 

agtttactta tgttgaatgg cttagctatt aatactcaaa ttgagttaaa atgaaaattc 1969 

ctccttaaaa aatcaaacgt aatatgtatt acatttcatg gtacattagt agttctttgt 2029 

atattgaata aatactaaat caccta 2055 

<210> 2 
<211> 495 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Lys lie Lys Ala Glu Lys Asn Glu Gly Pro Ser Arg Ser Trp Trp 

1 5 10 15 

Gin Leu His Trp Gly Asp lie Ala Asn Asn Ser Gly Asn Met Lys Pro 

20 25 30 

Pro Leu Leu Val Phe lie Val Cys Leu Leu Trp Leu Lys Asp Ser His 

35 40 45 

Cys Ala Pro Thr Trp Lys Asp Lys Thr Ala lie Ser Glu Asn Leu Lys 

50 55 60 

Ser Phe Ser Glu Val Gly Glu lie Asp Ala Asp Glu Glu Val Lys Lys 
65 70 75 ^ 80 

Ala Leu Thr Gly lie Lys Gin Met Lys lie Met Met Glu Arg Lys Glu 

85 90 " 95 

Lys Glu His Thr Asn Leu Met Ser Thr Leu Lys Lys Cys Arg Glu Glu 

100 105 ^ " 110 

Lys Gin Glu Ala Leu Lys Leu Leu Asn Glu Val Gin Glu His Leu Glu 

115 120 125 

Glu Glu Glu Arg Leu Cys Arg Glu Ser Leu Ala Asp Ser Trp Gly Glu 

130 135 140 

Cys Arg Ser Cys Leu Glu Asn Asn Cys Met Arg lie Tyr Thr Thr Cys 
145 150 155 160 

Gin Pro Ser Trp Ser Ser Val Lys Asn Lys lie Glu Arg Phe Phe Arg 

165 170 175 

Lys lie Tyr Gin Phe Leu Phe Pro Phe His Glu Asp Asn Glu Lys Asp 

180 185 190 

Leu Pro lie Ser Glu Lys Leu lie Glu Glu Asp Ala Gin Leu Thr Gin 

195 200 205 

Met Glu Asp Val Phe Ser Gin Leu Thr Val Asp Val Asn Ser Leu Phe 

210 215 220 

Asn Arg Ser Phe Asn Val Phe Arg Gin Met Gin Gin Glu Phe Asp Gin 
225 230 235 240 

Thr Phe Gin Ser His Phe lie Ser Asp Thr Asp Leu Thr Glu Pro Tyr 

245 250 255 

Phe Phe Pro Ala Phe Ser Lys Glu Pro Met Thr Lys Ala Asp Leu Glu 

260 265 270 

Gin Cys Trp Asp lie Pro Asn Phe Phe Gin Leu Phe Cys Asn Phe Ser 

275 x 280 285 

Val Ser lie Tyr^ Glu Ser Val Ser Glu Thr He Thr Lys Met Leu Lys 

290 295 300 

Ala He Glu Asp Leu Pro Lys Gin Asp Lys Ala Pro Asp His Gly Gly 
305 310 ~ 315 320 

Leu He Ser Lys Met Leu Pro Gly Gin Asp Arg Gly Leu Cys Gly Glu 

325 330 " 335 

Leu Asp Gin Asn Leu Ser Arg Cys Phe Lys Phe His Glu Lys Cys Gin 
340 345 350 



4 




5 



Glu Glu Lys 
115 

ctg gag gaa 
Leu Glu Glu 
130 

ggt gaa tgc 
Gly Glu Cys 
145 



acc tgc caa 
Thr Cys Gin 



ttc agg aag 
Phe Arg Lys 



aaa gat etc 
Lys Asp Leu 
195 

acc caa atg 
Thr Gin Met 
210 

etc ttt aac 
Leu Phe Asn 
225 

gac cag act 
Asp Gin Thr 



cct tac ttt 
Pro Tyr Phe 



ctt gag caa 
Leu Glu Gin 
275 

ttc agt gtc 
Phe Ser Val 
290 

ctg aag gca 
Leu Lys Ala 
305 

gga ggc ctg 
Gly Gly Leu 



ggg gaa ctt 
Gly Glu Leu 



tgc caa aaa 
Cys Gin Lys 



Gin Glu Ala 



gaa gaa agg 
Glu Glu Arg 



agg tct tgc 
Arg Ser Cys 
150 



cct age tgg 
Pro Ser Trp 
165 

ata tat caa 
lie Tyr Gin 
180 

ccc ate agt 
Pro lie Ser 



gag gat gtg 
Glu Asp Val 



agg agt ttt 
Arg Ser Phe 
230 

ttt caa tea 
Phe Gin Ser 
245 

ttt cca get 
Phe Pro Ala 
260 

tgt tgg gac 
Cys Trp Asp 



tct att tat 
Ser lie Tyr 



ata gaa gat 
lie Glu Asp 
310 

att tea aag 
lie Ser Lys 
325 

gac cag aat 
Asp Gin Asn 
340 

tgt cag get 
Cys Gin Ala 



Leu Lys Leu 
120 

eta tgc egg 
Leu Cys Arg 
135 

ctg gaa aat 
Leu Glu Asn 



tec tct gtg 
Ser Ser Val 



ttt eta ttt 
Phe Leu Phe 
185 

gaa aag etc 
Glu Lys Leu 
200 

ttc age cag 
Phe Ser Gin 
215 

aac gtc ttc 
Asn Val Phe 



cat ttc ata 
His Phe He 



ttc tct aaa 
Phe Ser Lys 
265 

att ccc aac 
He Pro Asn 
280 

gaa agt gtc 
Glu Ser Val 
295 

tta cca aaa 
Leu Pro Lys 



atg tta cct 
Met Leu Pro 



ttg tea aga 
Leu Ser Arg 
345 

cac eta tct 
His Leu Ser 



Leu Asn Glu 



gag tct ttg 
Glu Ser Leu 
140 

aac tgc atg 
Asn Cys Met 
155 



aaa aat aag 
Lys Asn Lys 
170 

cct ttc cat 
Pro Phe His 



att gag gaa 
He Glu Glu 



ttg act gtg 
Leu Thr Val 
220 

aga cag atg 
Arg Gin Met 
235 

tea gat aca 
Ser Asp Thr 
250 

gag ccg atg 
Glu Pro Met 



ttc ttc cag 
Phe Phe Gin 



agt gaa aca 
Ser Glu Thr 
300 

caa gac aaa 
Gin Asp Lys 
315 

ggg cag gac 
Gly Gin Asp 
330 

tgt ttc aaa 
Cys Phe Lys 



gaa gac tgt 
Glu Asp Cys 



Val Gin Glu 
125 

gca gat tec 
Ala Asp Ser 



aga att tat 
Arg He Tyr 



att gaa egg 
He Glu Arg 
175 

gaa gat aat 
Glu Asp Asn 
190 

gat gca caa 
Asp Ala Gin 
205 

gat gtg aat 
Asp Val Asn 



cag caa gag 
Gin Gin Glu 



gac eta act 
Asp Leu Thr 
255 

aca aaa gca 
Thr Lys Ala 
270 

ctg ttt tgt 
Leu Phe Cys 
285 

att act aag 
He Thr Lys 



get cct gac 
Ala Pro Asp 



aga gga ctg 
Arg Gly Leu 
335 

ttt cat gaa 
Phe His Glu 
350 

cct gat gta 
Pro Asp Val 



His 



tgg 672 
Trp 



aca 720 

Thr 

160 



ttt 768 
Phe 



gaa 816 
Glu 



ttg 864 
Leu 



tct 912 
Ser 



ttt 960 

Phe 

240 

gag 1008 
Glu 



gat 1056 
Asp 



aat 1104 
Asn 



atg 1152 
Met 



cac 1200 

His 

320 

tgt 1248 
Cys 



aaa 1296 
Lys 



cct 1344 
Pro 



6 



355 



360 



get ctg cac aca gaa tta gac gag gcg ate agg ttg gtc aat gta tec 1392 
Ala Leu His Thr Glu Leu Asp Glu Ala lie Arg Leu Val Asn Val Ser 
370 375 380 

aat cag cag tat ggc cag att etc cag atg acc egg aag cac ttg gag 1440 
Asn Gin Gin Tyr Gly Gin lie Leu Gin Met Thr Arg Lys His Leu Glu 
385 390 395 400 



gac acc gee tat ctg gtg gag aag atg aga ggg caa ttt ggc tgg gtg 1488 
Asp Thr Ala Tyr Leu Val Glu Lys Met Arg Gly Gin Phe Gly Trp Val 
405 410 415 

tct gaa ctg cat gaa gga aat att tec aaa caa gat gaa aca atg atg 1536 
Ser Glu Leu His Glu Gly Asn lie Ser Lys Gin Asp Glu Thr Met Met 
420 425 430 

aca gac tta age att ctg cct tec tct aat ttc aca etc aag ate cct 1584 
Thr Asp Leu Ser lie Leu Pro Ser Ser Asn Phe Thr Leu Lys lie Pro 
435 440 445 

ctt gaa gaa agt get gag agt tct aac ttc att ggc tac gta gtg gca . 1632 
Leu Glu Glu Ser Ala Glu Ser Ser Asn Phe lie Gly Tyr Val Val Ala 
450 455 460 

aaa get eta cag cat ttt aag gaa cat ttt aaa acc tgg taagaagatc 1681 
Lys Ala Leu Gin His Phe Lys Glu His Phe Lys Thr Trp 
465 470 475 

taatgeatec tatatccagt aagtagaatt atctcttcat ctgggacctg gaaatcctga 1741 

aataaaaaag gataatgeaa taaacacagt tgcaggaaag tatgttagct atatactatg 1801 

aagtactctt agtttactta tgttgaatgg cttagctatt aatactcaaa ttgagttaaa 1861 

atgaaaattc ctccttaaaa aatcaaacgt aatatgtatt acatttcatg gtacattagt 1921 

agttctttgt atattgaata aatactaaat caccta 1957 

<210> 4 
<211> 477 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Arg Thr Trp Asp Tyr Ser Asn Ser Gly Asn Met Lys Pro Pro Leu 

15 10 ' 15 

Leu Val Phe lie Val Cys Leu Leu Trp Leu Lys Asp Ser His Ser Ala 

20 25 30 

Pro Thr Trp Lys Asp Lys Ser Ala lie Ser Glu Asn Leu Lys Ser Phe 

35 40 45 

Ser Glu Val Gly Glu lie Asp Ala Asp Glu Glu Val Lys Lys Ala Leu 

50 55 60 

Thr Gly lie Lys Gin Met Lys lie Met Met Glu Arg Lys Glu Lys Ala 
65 70 75 80 

Asn Gin Ala Pro Glu Thr Glu lie lie Phe Asn Ser lie Gin Val Val 

85 90 95 

Pro Arg lie Glu His Thr Asn Leu Met Ser Thr Leu Lys Lys Cys Arg 

100 105 ~ 110 

Glu Glu Lys Gin Glu Ala Leu Lys Leu Leu Asn Glu Val Gin Glu His 

115 120 125 

Leu Glu Glu Glu Glu Arg Leu Cys Arg Glu Ser Leu Ala Asp Ser Trp 
130 135 140 
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Gly Glu 


Cys 


Arg 


145 








Thr 


Cys 


Gin 


Pro 


Phe 


Arg 


Lys 


He 








180 


Lys 


Asp 


Leu 


Pro 






195 




Thr 


Gin 


Met 


Glu 




210 






Leu 


Phe 


Asn 


Arg 


225 








Asp 


Gin 


Thr 


Phe 


Pro 


Tyr 


Phe 


Phe 








260 


Leu 


Glu 


Gin 


Cys 






275 




Phe 


Ser 


Val 


Ser 




290 






Leu 


Lys 


Ala 


He 


305 








Gly Gly 


Leu 


He 


Gly Glu 


Leu 


Asp 








340 


Cys 


Gin 


Lys 


Cys 






355 




Ala 


Leu 


His 


Thr 




370 






Asn 


Gin 


Gin 


Tyr 


385 








Asp 


Thr 


Ala 


Tyr 


Ser 


Glu 


Leu 


His 








420 


Thr 


Asp 


Leu 


Ser 






435 




Leu 


Glu 


Glu 


Ser 




450 






Lys 


Ala 


Leu 


Gin 



465 



Ser Cys Leu Glu 
150 

Ser Trp Ser Ser 
165 

Tyr Gin Phe Leu 

He Ser Glu Lys 
200 

Asp Val Phe Ser 
215 

Ser Phe Asn Val 
230 

Gin Ser His Phe 
245 

Pro Ala Phe Ser 

Trp Asp He Pro 
280 

He Tyr Glu Ser 
295 

Glu Asp Leu Pro 
310 

Ser Lys Met Leu 
325 

Gin Asn Leu Ser 

Gin Ala His Leu 
360 

Glu Leu Asp Glu 
375 

Gly Gin He Leu 
390 

Leu Val Glu Lys 
405 

Glu Gly Asn He 

He Leu Pro Ser 
440 

Ala Glu Ser Ser 
455 

His Phe Lys Glu 
470 



Asn 


Asn 


Cys 


Met 






155 




Val 


Lys 


Asn 


Lys 




170 






Phe 


Pro 


Phe 


His 


185 








Leu 


He 


Glu 


Glu 


Gin 


Leu 


Thr 


Val 








220 


Phe 


Arg 


Gin 


Met 






235 




He 


Ser 


Asp 


Thr 




250 






Lys 


Glu 


Pro 


Met 


o c c 

2 65 








Asn 


Phe 


Phe 


Gin 


Val 


Ser 


Glu 


Thr 








300 


Lys 


Gin 


Asp 


Lys 






315 




Pro 


Gly 


Gin 


Asp 




330 






Arg 


Cys 


Phe 


Lys 


J 4 3 








Ser 


Glu 


Asp 


Cys 


Ala 


He 


Arg 


Leu 








380 


Gin 


Met 


Thr 


Arg 






395 




Met 


Arg 


Gly 


Gin 




410 






Ser 


Lys 


Gin 


Asp 


425 








Ser 


Asn 


Phe 


Thr 


Asn 


Phe 


He 


Gly 








460 


His 


Phe 


Lys 


Thr 






475 





Arg He Tyr Thr 
160 

He Glu Arg Phe 
175 

Glu Asp Asn Glu 
190 

Asp Ala Gin Leu 
205 

Asp Val Asn Ser 

Gin Gin Glu Phe 
240 

Asp Leu Thr Glu 
255 

Thr Lys Ala Asp 
270 

Leu Phe Cys Asn 
285 

He Thr Lys Met 

Ala Pro Asp His 

320 

Arg Gly Leu Cys 
335 

Phe His Glu Lys 
350 

Pro Asp Val Pro 
365 

Val Asn Val Ser 

Lys His Leu Glu 
400 

Phe Gly Trp Val 
415 

Glu Thr Met Met 
430 

Leu Lys He Pro 
445 

Tyr Val Val Ala 
Trp 



<210> 5 

<211> 1485 

<212> DNA 

<213> Homo sapiens 



<400> 5 

atgaaaatta 

ggagatattg 

ctgctgtggt 

gaaaacctga 

gctttgactg 

aatctaatga 

aatgaagttc 

tcctggggtg 

caacctagct 

tttctatttc 

gaggaagatg 

aattctctct 

acttttcaat 



aagcagagaa 
caaataacag 
tgaaagacag 
agagtttttc 
gtattaagca 
gcaccctgaa 
aagaacatct 
aatgcaggtc 
ggtcctctgt 
ctttccatga 
cacaattgac 
ttaacaggag 
cacatttcat 



aaacgaaggt 
cgggaacatg 
tcactgcgca 
tgaggtgggg 
aatgaaaatc 
gaaatgcaga 
ggaggaagaa 
ttgcctggaa 
gaaaaataag 
agataatgaa 
ccaaatggag 
ttttaacgtc 
atcagataca 



ccttccagaa 
aagccgccac 
cccacttgga 
gagatagatg 
atgatggaaa 
gaagaaaagc 
gaaaggctat 
aataactgca 
attgaacggt 
aaagatctcc 
gatgtgttca 
ttcagacaga 
gacctaactg 



gctggtggca 
tcttggtgtt 
aggacaaaac 
cagatgaaga 
gaaaagagaa 
aggaggccct 
gccgggagtc 
tgagaattta 
ttttcaggaa 
ccatcagtga 
gccagttgac 
tgcagcaaga 
agccttactt 



acttcactgg 
tattgtgtgt 
tgctatcagt 
ggtgaagaag 
ggaacacacc 
gaaacttctg 
tttggcagat 
tacaacctgc 
gatatatcaa 
aaagctcatt 
tgtggatgtg 
gtttgaccag 
ttttccagct 



8 



ttctctaaag agccgatgac aaaagcagat cttgagcaat gttgggacat tcccaacttc 840 

ttccagctgt tttgtaattt cagtgtctct atttatgaaa gtgtcagtga aacaattact 900 

aagatgctga aggcaataga agatttacca aaacaagaca aagctcctga ccacggaggc 960 

ctgatttcaa agatgttacc tgggcaggac agaggactgt gtggggaact tgaccagaat 1020 

ttgtcaagat gtttcaaatt tcatgaaaaa tgccaaaaat gtcaggctca cctatctgaa 1080 

gactgtcctg atgtacctgc tctgcacaca gaattagacg aggcgatcag gttggtcaat 1140 

gtatccaatc agcagtatgg ccagattctc cagatgaccc ggaagcactt ggaggacacc 1200 

gcctatctgg tggagaagat gagagggcaa tttggctggg tgtctgaact ggcaaaccag 1260 

gccccagaaa cagagatcat ctttaattca atacaggtag ttccaaggat tcatgaagga 1320 

aatatttcca aacaagatga aacaatgatg acagacttaa gcattctgcc ttcctctaat 1380 

ttcacactca agatccctct tgaagaaagt gctgagagtt ctaacttcat tggctacgta 1440 

gtggcaaaag ctctacagca ttttaaggaa cattttaaaa cctgg 1485 

<210> 6 
<211> 1431 
<212> DNA 

<213> Homo sapiens 
<400> 6 

atgaggacct gggactacag taacagcggg aacatgaagc cgccactctt ggtgtttatt 60 

gtgtgtctgc tgtggttgaa agacagtcac tccgcaccca cttggaagga caaaagtgct 120 

atcagtgaaa acctgaagag tttttctgag gtgggggaga tagatgcaga tgaagaggtg 180 

aagaaggctt tgactggtat taagcaaatg aaaatcatga tggaaagaaa agagaaggca 240 

aaccaggccc cagaaacaga gatcatcttt aattcaatac aggtagttcc aaggattgaa 300 

cacaccaatc taatgagcac cctgaagaaa tgcagagaag aaaagcagga ggccctgaaa 360 

cttctgaatg aagttcaaga acatctggag gaagaagaaa ggctatgccg ggagtctttg 420 

gcagattcct ggggtgaatg caggtcttgc ctggaaaata actgcatgag aatttataca 480 

acctgccaac ctagctggtc ctctgtgaaa aataagattg aacggttttt caggaagata 540 

tatcaatttc tatttccttt ccatgaagat aatgaaaaag atctccccat cagtgaaaag 600 

ctcattgagg aagatgcaca attgacccaa atggaggatg tgttcagcca gttgactgtg 660 

gatgtgaatt ctctctttaa caggagtttt aacgtcttca gacagatgca gcaagagttt 720 

gaccagactt ttcaatcaca tttcatatca gatacagacc taactgagcc ttactttttt 780 

ccagctttct ctaaagagcc gatgacaaaa gcagatcttg agcaatgttg ggacattccc 840 

aacttcttcc agctgttttg taatttcagt gtctctattt atgaaagtgt cagtgaaaca 900 

attactaaga tgctgaaggc aatagaagat ttaccaaaac aagacaaagc tcctgaccac 960 

ggaggcctga tttcaaagat gttacctggg caggacagag gactgtgtgg ggaacttgac 1020 

cagaatttgt caagatgttt caaatttcat gaaaaatgcc aaaaatgtca ggctcaccta 1080 

tctgaagact gtcctgatgt acctgctctg cacacagaat tagacgaggc gatcaggttg 1140 

gtcaatgtat ccaatcagca gtatggccag attctccaga tgacccggaa gcacttggag 1200 

gacaccgcct atctggtgga gaagatgaga gggcaatttg gctgggtgtc tgaactgcat 1260 

gaaggaaata tttccaaaca agatgaaaca atgatgacag acttaagcat tctgccttcc 1320 

tctaatttca cactcaagat ccctcttgaa gaaagtgctg agagttctaa cttcattggc 1380 

tacgtagtgg caaaagctct acagcatttt aaggaacatt ttaaaacctg g 1431 

<210> 7 
<211> 72604 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (72604) 
<223> n = A, T,C or G 



<400> 7 

acattttaag ctacttatag tccttggaaa tagcaacaaa tatcttagtt attggactat 60 

tataacctta gtcatcttat tactgcttga ttatgagaca ctctccctgc taatccttag 120 

aacatcttgg ttcttggtac ttgactttta gcccctctga catatagttg atgtcagagt 180 

gtctggcatt tcagtagtgc tctattttac aaatcccagt aaactgctcc actgtggctt 240 

gtttatgtgt taatactgct tgttttctgt tataaattat tttttgcttt ggagtaagat 300 

atcatcattt tgcatagcta caaatctgaa gttaaagaaa attttaaaaa tgtaattgtg 360 

ggaaaataac aaatagatct gctgagatgg aggctttgac taatgtttta ataacaggca 420 
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acaaaacaaa gaggcaggat attttggtca caactaaacc taaattaaat cctcatacaa 480 

agccccatta agataaatgc tcaaattctg ggaacatttc acttgctttg ccagcaattt 540 

tacccttcag agggtgtgga tctaatcagg ggaacaaact accctgggct taattctcat 600 

taacagggac taatttgtca aagcggcagt actagctgaa gtgatgggta tggaagcatt 660 

cactgtgagg attttgctga ggtgcctggc acagggtagg ggaactcacc caggctgcaa 720 

gatgctaaca gttcaggttc aaggtcttag tgtggactaa ggtgcagtca ggatgggaac 780 

aggtgcaact tgggccaaca tcagtatgaa gggcctgatc tgagggcagg ggaaggaggg 840 

ggcattctgg gaagcaagag ttcctggtat cctgttgacc agagtcttgg cccaaggatc 900 

aacgtatgaa ttaaagtaga aataccagaa acaaagaaag ttggcagaaa ctaggagaag 960 

cagagtctca gccaactgga ctgggctcag ccttggctac tggcccggca gatgatagaa 1020 

gagaaaacca ggaacccagg ctgaagccca gtggttgggc tggccacaca ccatgcatag 1080 

ccttaaaggg gtggcctaag ggcatggtcc gctccaaaaa aggaaagggg gccccagaat 1140 

atttctgaat cccactcact gccagggaag aacctctcaa ttcactcaat agtgcattct 1200 

cctgcttctc aataggctaa tactctagag aatatgggga caaggggagg agggtctagt 1260 

ggaacaggtc taaactggcg tttgaatttt aagataagtt aatcatacat tggctgggtc 1320 

agccatgtct cttagtcttt acaaaagtag aacacaaaaa aattcaatgg aaatctacag 1380 

acacctattt gcagatgagg aaacacggct atgaagattg ggaagattgg gaagaactgg 1440 

ccaggtgtgg tgctcacgcc tgtaatccca gcactttggg aggccgaggc tggtggatca 1500 

cttgaggtca ggagttggag accagcctgg gcaacatagt aaaaccctgt ctctactcaa 1560 

attacaaaaa tcagcagggc gttgtggtgc ccacctgtaa tcccagctat gcaggaggct 1620 

gaggcaggac aatcacttga acctggtagg cggaggttgc agtgagccaa aatcacgcca 1680 

ctgtactcca gcctgggtga cagagcaaga ctttgtttaa aaaaaaaaaa aaaaagggaa 1740 

gaactaaaaa tgtaattttc aaggggctat cacaaatggt cccaataaag agaaagcagg 1800 

actcatgttt aagaaaccca tgagatgtgt atggacctca tggaagagct cttgctttct 1860 

aatgatctac gtaacagatg aaaagcagag catagggcta aggatgaaaa tacaacagta 1920 

ataaggtatt aatatattat taagaaagct aatgctccac ataagcagag gacattaaag 1980 

ggactttttt ttcttaagga tatcttaatg ttttaaatga gaagacatag aaagggatag 2040 

gtccaactct tgggattgtt gcaggttggt ttccatcgga agcactctga gtctgagatt 2100 

tgtatgcaga aaattaattt gaatgtgctt ttcagatcac ccaggtgggg gagggaggaa 2160 

accaggactg ggcagagaga ggctgggctg taaccaagtc acaacaaagg tgtcagctgg 2220 

tcccatggtg aattctggac ctaggatggc tgatcccaag gcattccaaa ctggggcaag 2280 

gaagttgtgc tttaaaactt ctcattgact gtcagtcact gggcatgagc agtccccagg 2340 

aaggggggat gaccttgagc aaggtggatg tcttcagcca agggcaayca ctgggaagga 2400 

gaacccagct atgaactgtc agctgccaac actcccagca tctgagagga tgagggcttc 24 60 

aattctaagg gcaggggctc caagggcagg ggtacggatg gtggaatctg ggcagtacct 2520 

tgtggcttcc actacagtcc accccttgca ccacttagtt ccactggctt tttttttttt 2580 

tttcttttct gagacagtct cactctgtca cccaggctgg agtgcggtgg cacgatctcg 2640 

gctcgctgca acctccgcct cccaggttca agcaattctt gaacctcctg agtagctggg 2700 

actacagatg tgtgccacca cacccagcta attttttgta tttttagtag agacggggtt 2760 

ttaccgtgtt agccagattg gtctcgatct cctgacctca tgatccgcct gctttggcct 2820 

cccaaagtgc tgggattaca ggtgtgagcc accgcacaca gccagatcca ctggcttcta 2880 

tataatttct gggtgaagct aattcaggat tctgatggac ctgtcttccc gagggaaact 2940 

tgtaaaagga aagttagagg gacaaactat agcccctgcc acagcagctg ctgtcgagga 3000 

caaaaatggt gctcctcatt tcccttaacc acctgaccta gattccccta acccttagtg 3060 

ggcacctctg tggatggaag tggtggctca cykgkkggrw krwycmrrwy ycwymyccct 3120 

gagtggtctg agctcccagt taccaggccc ttctcaggct gtggctgttg cacttacctc 3180 

cccagccatc ccccactttt ttttcttgag actgggtctt gctctgtcac ccaggctgaa 3240 

atgcagtggc ataacctcag ctcactgcag ccttgatctc ccaagctcaa gccatcttct 3300 

cacctctgcc tcccaagtgg ctgggactac aggcacatgc caccatgccc agctaatatt 3360 

ttttattttt tatttttttg tagcaatggg attttgccat gtttcccagg ctgggcttga 3420 

actcctaagc tcaagctatc ctcccacctc tgcttcccaa agtgctggga ttacaggctt 3480 

gagtcactgc atctggccac atttattcct tttaaacgtt aaaattgaat gcaggatcac 3540 

tgagagacag gtgagtgatt accagggtgc caaacatacc cttctcctcc tttcctgcag 3600 

ctctacctcc tcctgatgat caggacaatc atgtatgatg actcctttcc ttgactgctg 3660 

ctctctcaga aggaacccat tgtgttgggt gagaacacat catttgaaat ttagtaagac 3720 

tcttgctgtg cctatggtag aagcattccc tctctggggc caagatcttt aaatgcacag 3780 

agtccaaagt cgtgggaacc aaagcagaaa ttaaaaagga gatgactggg attatggtaa 3840 

gaactgtttc cacccttgat ttgctgcacc catgtgttct acctaggaga tagcacacca 3900 

tatactggtt attcatttgg attacatgct gcatcccgga gaatgggcac tgcattctca 3960 

ctggtcatca tgtcagagcc tgcgctgcag aggctttccc attgctctgt cagtgtgtta 4020 

tagggtcagt ggatttcatg gtcatgtgcc cactgctgca cctccattct tgtaaaatgg 4080 

gtcctctggt tcaatgtgat gccatgtggg atcttgtgtc aatagaataa atactcagat 4140 
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gttctggctg aagctttaca agcagaaaag gccaaccgat gactgaaata agcgttgagc 4200 

ccagtcaaga tgagttcctg ctctttccag gatagacgga gtctagtgta gatcacttga 4260 

catcaagaga ctggctggtc tccttgaggg atggtgctgt tctgcattca tcatccttga 4320 

tgaatgaggg accctgctat tgggctcatg tacagccccc atctctgcca caatgagcgc 4380 

tccattcatg ttcctattgt gccaacacta gggtgtctgt aatcactgaa aacattattg 4440 

ctatcattat tattattttt tttttttgag acagagtctc gctctgtcgc caaggctgga 4500 

gtgcagtggc acgatctcag ctcactgcaa cctctgcctc ccggcttcaa gtgattctcc 4560 

cgcctcagcc tccagagtag ctgggattat aggcatgcgc caccacgcct ggctaatttt 4 620 

tgtattttta gtagagacag tcttttgcca tattagtctg tctggtctcg aactcctgac 4680 

ctcaggtgat ctgcccgcct tggccttccg gagtgctagg attataggcg tgagccacca 4740 

cttgctatta ttatgttgag aaaactgttt tcaattataa ataagaaaaa ataaaagatt 4800 

atattttgcc tttattcctt ctctaatgct gttctttaag tagatgtgaa tttctgaact 4860 

acatactttt tctttactct tgagaggttg tttggaggtt ccagcagggg accacagcta 4 920 

ctcgtatacc cttgaccaaa gactggtcct tgtctatcaa ggatggtcgt cttcttccac 4 980 

caagcacaca gcttctggag ggacgcacat ggagtggtga gggaggaagg ggacacccgc 5040 

ctagccagct agatcagcca agcagaataa accctggtag tcaatggggt gacagtgtcg 5100 

cagccagatt gccctcacat ccaactctta gtgatcttct cttaacattt cttgcaaggc 5160 

aggtctactg gtacaaattc tctaattttt gcttgtttga gaaagtcttt gtttcttctt 5220 

cacctttttt tttttttttt tggagacaga gtctccctct gttgtccagg ctggagtgca 5280 

gtggcctgat cttggctcac tgcaaactct gcctcccagg ttcaagtgat cctcattcct 5340 

cagccatctg agtagctgtg gttacaggcg tgtgccacca tgcctagcta aattttgtat 5400 

ttttagtaga gacgaggttt taccgtgttg gccaggatgg tcttcagcct tcttaacttt 5460 

taaaggataa tttcacgggg agaattctag gttagtgtat ttytctttca atactttaaa 5520 

tatttcactc cactttcttc ttgcttgtgt ggttctgaag ataatgatat aattcttatt 5580 

cttgtttctc tgcaggtaag gtggtttcat acctctggct tctttcgaga atttctcttt 5640 

gtctttgatt tcctacagtt tgaatatgat ataattatgt atagacttgg ggctatttat 5700 

cctttctggt gtagtctgag ctccctaagt ctgtggtatg gtgtcttgta attgatttgg 57 60 

gaaaattctc agtcattatt acttcaaata tttcttctgt tcctttgtgt ttttttaact 5820 

tgtgccaact ttttaattga tacatagtat tttacatatt tatggggtac atgtgatact 5880 

tcattacctg catagaatgt gtaaatgatc tagtgaaggt gtttggacta ttaccttgag 5940 

tatgtatcgt ttctatgtgt tgggagcttt tcaagtcctc tcttgtaaca attttgaaat 6000 

atacaatgcc ttgttgttaa ctagtcaccc tgctctgctc tcaaacacta ggatttattc 6060 

cttctgtcta actgggtgtt tgtacccatt aaccaacctg tcttcatccc ctctacccac 6120 

atacctttcc cagccttggg tatctatcat tctactcttt acctccatga gatcagcctt 6180 

tttaactccc acatatgagt gagaacatgt agtacttgtt ttgccgtgtc tggcttattt 6240 

cacttaagat aatgaccttt tattccatcc aggtcactgc aaataacaag atttcattgc 6300 

tttttctttt tatggccaaa tagtgttcca ttgtttatat agaccacatt ttactttatc 6360 

catttgtaca ttgatgaaca ctgaggttga tccatatctt ggctattgtg aatagtgctg 6420 

caataaacat gggggtgcag gtatcccttt aatataccga tttcttttcc tttggataaa 6480 

tacccagtaa tgggattgct ggatcatgtg gtagatgtat tttaagtttt ttgagaaacc 6540 

tccatactct tccatcatgg ctgtattaat ttacattccc atcaatagta tatgagttcc 6600 

cttttttttc tgcatcctca ccagcatcta ttatttttgt ctttataata atggcctttc 6660 

taaccagggt aagatgatat ctcattgtgg ttttgatttg catctccctg atgagtagtg 6720 

atgtcaagcg tttttccata tgcccattgg ccatttgtat gtcttctttt gatgaagtct 6780 

gtttgtgtcc tttgcccact gtttatgctc ctttttttct tctctctctg gtatccccct 6840 

cacacatata tcagaccttt tttaattgtc ccacaattct tgcattttct gttctttttc 6900 

attctttctt ctctttgtat ttcagttttg gaagtttcta ttgatattca agctcactga 6960 

ttcttcctct ggctctgttc agtctattaa taagcccttc aaagcctttc tctctctttc 7020 

tttctttctc tctctctctt tctctctttc gttctttctt tctctatttc cttcctttct 7080 

ttctttctct ttctttcttt ctttctcttt ctttctttct ttttctttcc ttccttcctt 7140 

ccttccttcc ttccttcctt cctttctttc tttctccttc cttccttcct tccttccttt 7200 

ctttctttct ccttccttcc ttccttcctt ccttccttcc ttccttcctt ccttccttcc 7260 

tttctttctt tctttctttc tttctttctt tctttctttc tttctttctt tccttctttc 7320 

tttcgaccag ttctcactat gttgctcagg ctagcctaga acccctgggc tcaagttatc 7380 

ctctcagctc agcctttcaa gtaggtggga caaatgcgcc attctatcat acccaacaat 7440 

tcctcatttc tgttacagtg gtttttattt ctagcatttt cttttgattc tttcctagag 7500 

tttccatctc tctgcttaca tacacatttg ttctctcata ttttccactt tttccattag 7560 

ggccttcagc atattaatta gttattttca attctagcct gataattcca aaatctcggt 7620 

tatatttgag tctgtatcta tgcttggttt gtctcctcag actgcgtttt ttccttttag 7680 

gatgtccctt atcatttttt gttgaaaaca agacatgatg tatcagataa aagtaattga 7740 

ggtaaacagg cctttaatat gaggttttat gtttatctgg cttggagtta ggctgtgttt 7800 

actctttgct gtaactttgg tgccagaggc taaaatttcc tctggtgccc ttgtttttgt 7860 
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ctctcctgtt atgtttgtgt ttccacagag tctccgtgaa tatggtgtga ggcttgaagt 7920 

tctttagctg taacccctct tattatacag gagccttacg gatgtggtgg taatgtggga 7980 

gggtgggctt aagtattcag cagtcctgtg atcaggcctc agtcttttaa taagcctgag 8040 

tacttccctt tccctttctg catgttagag tggcctggag ttgggggtat ccattacccc 8100 

aggttggtag gctttggtaa aaccacagtc tatcaagctg tggtaaaata gtttccctgc 8160 

agtctggctt tgttaaggat aacagagggc tctgggggtg tttcaaaatt gctacttttc 8220 

ctctctccct gtcagaagca caaggagatt tctcttgatc ttcaccctga gagtctggtg 8280 

gggttcctgg aggtaaaact caggaaagtg tgagggcctc cacacaaagg gtctgctgaa 8340 

gtttgttcca tagcctcagt tctctaatgg atctaagaag agttattgat tttcaatttg 8400 

tccaacttaa ttcttgtttt gaagacagaa gtgatgactt ccaagctctt tatatgttga 84 60 

acccaacccc atattatttt caattagcaa ttgcatatag caatggtaca ttgcatttat 8520 

agaaatataa ttgatgtttg cctgtgtatc ttttttccta ttatgttgct gaattcattt 8580 

cttagttcta ggaatttttc aaatacatcc cttaggatat tctgtataca taatcatgtc 8640 

atctgcacat agggacagtt ttatttcttt ttctagtctg tatttcttat ttccttttct 8700 

tgccttattg cagtggctag aacttgcagc actatattaa aataagagtg gtaaaagtga 8760 

acattctttc tttgttgctg atcttggggg gaaagtattc agtctttcac cattgagcat 8820 

aatgttagct gtaggtgttt taaatcttta tccagttgac gaagttaccc tttattccaa 8880 

tttttctgag agtttatatc ataaatgtgt taaattttgt caaatttttt tgcatgtatt 8940 

gatatgatta tgtggttttt cttctttagt tactgcagtg ggttgcattg attgatttct 9000 

attattgaac cagcctgcat tcctggaata aaccccattt ggtcatgatg tataattctt 9060 

ttttttatat tgctgaattc tatttgctaa tattttgtta aggatttttg catctgtgtt 9120 

catgagggat ctgggctggt aggttttttt cccccctgca atgtctctgt ctggttttgg 9180 

tattaaggta attttttttk ttttkttttt gagatggagt ctcgctctgc tcacccaggc 9240 

tggagtgcag tggcacgatc ttggctcact gcaacctcca cctcccaggt ttaagcgatt 9300 

ctcctgcctc aggctcctga gtagctggga ctacaggtca caccaccacg cccgactaat 9360 

ttggtattaa ggtaatatta tcatcataaa atgaactggg aagtgtgccc tcttcttgta 9420 

tttctttttt tttttttgag acagtcttgc tgttgcccag gctggagtac agtggtacga 9480 

tcatggctca ctgcagcctc aaactcccag gctcaagtga tcttcctgcc tcagccttcc 9540 

cagtacaggg gcaggctacc acatctggcc aatttttaaa tttttctttt gtagagaggg 9600 

gtctcactat gttgcccaga ggatctcaag caattcacct accttggccc ctcttcttgt 9660 

attttatgga agaattattg gtgtcaattc ttcttgaaag tttcgttaga attcttcagt 9720 

gaagctgtat gggcttgaag attacttttt tttctttttt ttttgagatg gaatttcact 9780 

cttgtcgccc aggctgtagt gcagtggtgt gacctctgct cactacaacc tctgcctccc 9840 

acgttcaggt gattcccctg ccttactcag cctctggagg agctgggatt acaggcaccc 9900 

gccaccatgc ccggctaatt ttttgtattt ttagtagaga cggggtttca ccatgttgac 9960 

cagactggtc tcgaactcct gacctcaagt gatccacccg cctcggcctc tcaaagtgct 10020 
gggattacag gcatgagcca ccgcgcccag ctgaagattt ctttttgggg agttttaaat ' 10080 

tatacaatca atttgcttaa taggtataag ctattcaagt tatctatttt atactggatg 10140 

agttgcaata gtttgtggtt tatgagttta tatggtccat ttcatctgag gtataaaatt 10200 

tayttgtgta gtattgttgg tagtattccc ttgttatctt ttttatgttc acatggtata 10260 

tggtgacagt cctggtttaa ttcctagtat tagtaactgg ctctctctct ctctctctct 10320 

ctctctctct ctctggtcag tctttccaga ggtttgtcaa ttttgttgac ttttttcccc 10380 

caaagaatca gctctttgtt tcatggattt tctgcttttc tgttttcaac ttcattgatt 10440 

tctgctgttt attatttctc tccttctgtt ggttgtgagt ttgttttgct tttctttttc 10500 

tacatattcg atgtgaaatc ttacattatt cactcgggac ttttcttctt ttttgatgta 10560 

tgcatttagt attctaaatt tacttctkag tactgcatac tgcttgaact atgtctgaca 10620 

aatattaata tattgttttt aaatctttat tcagttcagt gtatttttaa aatttccttc 10680 

tctgcctctt ctttgatttg ttatttagaa ttgtgttgtt attttccgag tatttacatt 10740 

ttcctcttat ctttctgcat tgattccatc gtagtcagag tgcatgctct gtacagtttc 10800 

agttctttca aatttattga gctttgttta atggatctgg atacagttta tcttggcata 10860 

tatatatata tacacacaca tatgtatgtg ggcgcttgaa aagaaagcgt atctgctgtt 10920 

tggtggaatg tttggagtgt tctataagcg gtgattagat actgttggtt gatgatgtca 10980 

ttgagggtcc gataacccta ctgatttaaa tttatttagt ctgtcaatta ttcagagaga 11040 

gaggtgttga actctgcaat gtgaattgtg gatttgtcaa tttctccttt cagttctatt 11100 

agttttttct tcacatattt tacaactctg ttgtttggtg catacacatt tatgcaccaa 11160 

atttaggatt gctataactt cttggtggat tgaccctttt acattatata atgtcttttt 11220 

ctgtccctgg taattgtggt tgctctgaag tctatgttat ctcaatataa atagacaact 11280 

ctgctttctt ttgattaatg tttacatgat acatcttttt ctattctttt actttcaact 11340 

tacttatatt attatgtttg aagtgagctt cttgtagaca gcatgtagta ggtcatatat 11400 

gtacatagat atatatattt ttttgagatg gtgtactctg tcacccaggc tggagtacag 11460 

tagtgctcac tgcaacctct gcctcctggg tcaagtgatc tcgtgcckca gcckccccag 11520 

tagctgggat tacaggcacg caccaccatg cccagctaat ttttgtattt ttagtagaga 11580 
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cgggtttaac catgatggac aggctggtct cgaactcccg acctccagcg attagcccac 11640 

cttggcctcc caaagtgctg gcattacagg tgtgagccac cgtgcctggt ttaatatttt 11700 

taatccactc agtctttgtc ttctactggt gtacatagac attcgcatgt aatgtaaatg 11760 

ttgatatgta agagcttgaa tctgttatgt ttttgctttc tctatgtttt ctcaattttt 11820 

aatttctctg ttttcttttt ttctgcttca tattggctaa tgaacacttt gaatcattcc 11880 

attttgattt acctatagtg ttttttagtg tgtctctttg catagctttt ttaggggtta 11940 

ctttaagtat ttcattatat gtacataact tatcacagta tattggtatc gttattttac 12000 

cagttcaagt aaagtatgga aatgtttcct ctctacattc ctttacctca tttataatat 12060 

aattgtctta ggtatttctt gtacatacat tttaaaccgg atgagtgtta tttttgattt 12120 

agctatcaaa taattccaaa aactcaagaa aaaaaggaaa gcttactata ttgacccata 12180 

ttttcattca ccatgttgtt tcttccctct ttatgcccca tagttccttc ttctattgtt 12240 

ttcgtttaga gaacttccta gccattctat tggggtagat ctcctagtga caaattctct 12300 

tagctttctt ttctctgtga atgtctttat ttccctcttt gttcctggag gacattctca 12360 

ctggatatag gattcttggc tattgggtct tttcttttgg cacttttgta agtgtgcagc 12420 

ctgctgtcaa aataaaaatt aaaataaaat aaaaatgaat gttttccttt gctacgttca 12480 

tgaaagtata attcactgaa tgaggaggga cacccatctc tataatctgg aggcccatgc 12540 

tcacctctga atagtacatt tgcagagaaa ttggggaaat caaagtctgt tgagaccagc 12600 

aagataaata aggcaaaagg atacaaaacc atatccaaag agaaatggtt taaaggaact 12660 

aaggctgttt ctcctaaaaa gaaaatagtt ggagacatgt gacctccaaa gaaacaggac 12720 

tttttctatg gggctccaag gggtttctat gagagaatga taaaggagag atttcagctt 12780 

agtctcagga agacttttca acaaccaaac ctgcccaaag atggactgcc ctgcctaagg 12840 

attgtgttct gacattaagg gtatggaggt atgggttaga tgaatatttt accaaaatgc 12900 

catagatatt tcaggctatt gatgttgtaa tatcatacta ggcaactcca cttcaatatg 12960 

agtctctatg atgtaaaatg aaataggatg tgtttcgata gagagttgca gatttcattt 13020 

tgatgttagc gaccacacaa aattactttc cctacataag aacatgttat tactctagtt 13080 

gatgatgact gcttatggga aatgtgtctg ctttgttagg aatcttgcct aatatatgta 13140 

taattcaaga tggtattata aagtgacata tatgatttta acatttgcac ttaaaataac 13200 

acttattctg taccatgmas tgtctaggag cttctacata ttccattatt atctttattt 13260 

tacaagacag ggaactaagg catggagaga ttgagtaatt tgtgcaatat tacctaccta 13320 

gtaagtggta aaggaaagat tggaacccat tctggctcca ggatccaggc tcaaagccaa 13380 

tatactatcc accaccccaa ctctttagtt tgatcaattt gtcaaattat tttacagtta 13440 

tttatctgta aattaagggg ataattgccc agtcaataaa tgtgtcccct tcaaaggtta 13500 

catacttaac caatggtgct actgggctca gaacattttt ggaactacga ttttggtggc 13560 

aaccaaaaaa cctccagtac attcctctga acattctcca gaggcaagtc tttctccatg 13620 

gagactgggc ttcatttttt gaattagcct gaagttgttt gaggtcaaat ctgatgaaaa 13680 

gagcggctgg ggaagctgga tattttcgtt cgtgatttaa aacagtaaat gccacctaaa 13740 

tgagaaggct actttctttg aatgttttgt aaactggctt tgaaggtact tctttaaaaa 13800 

agaagcacaa gaaagacggt gactggcaac agcctcactg gaatacgtct ctaatcatca 13860 

aggcaaccca cactcatttg gatgtgtgca tccggtgatg ttattatttt taaagttatg 13920 

tgccacaaag atgcattctt tgctatacaa aagagctgtt gttaaattta taaagatata 13980 

aaaaggggaa aggagaaggc accaaatgga agattcttag gcattaagtg ctcagacagc 14040 

atagatcttc attagatgac gtcagggaga agagacacag actttgccat ctcaggtaga 14100 

agtatcaaag tcatcagcct cctagtaaga cagacctggg tttgaagctc tgcacagcca 14160 

tttcctagct ggtctgggga aaaattactt cttgaagcct cagtgtcttt atttgtaaag 14220 

taagtggaat tatattacct tgtcaggatg ttgtcagaat tagaaataat ttaaagaggt 14280 

ccagcacgag caggtcaatc aagggaagat gttaaaaata acaacaggtg aaatgtactc 14340 

ccaaaagata aagtggatac atagatgaat cttcctcaca cacagagtat aataacctca 14400 

gaaaaatatt gcctagagta aacatgcctc ccaagccaac gttcatcatc caggaatacg 14460 

gagaggatgt ttgggatatg gggggcatga aattttacaa ttgtagggcc ctttaacaag 14520 

ggtagacttg caagttgcac tgmctttcct gccctcctct ggctacctgt tccagcatcc 14580 

agagtttgtg aacctggggm ccaaggacag caccctggca tgggcaggcc cactnggcga 14640 

ctctctcagg gctgctgcag ctgtgtcagt gtccccacag ggagnctgac atccagccat 14700 

gaccatcgca ttaagcccag cagtcagggc aggggagcaa ctgctcagag gcacctttga 14760 

cccactactt ttttcccctc ctgctttatc tgcccagagc gaggctctct ttctaatgtg 14820 

tacaaggcgt tctacctatg actcgtggtc ctgccataga aatgcttttt ttttttttaa 14880 

ctgaattaag ttgccaagtt tgaaaaatca gaatttcaca taagatccct atttctgtct 14940 

tcttttgaaa aactgaatgt tctttccaca gtgagcccac attccttcct gacgaccatc 15000 

accgttcagc tggagtagag agggctctgc tggcttcaga tccggacgcg caggtcctct 15060 

gcaggccccg cccacccggc gtcacctgca ggtcccgccc acccggcgtc tgcaggcccc 15120 

gcccacccgg cgtcacctgc aggccccgcc cacccggcgt ctgcaggccc cgcccacccg 15180 

gcgtcacctg caggccccgc ccacccggcg tctgcaggcc ccgcccaccc ggcgtcacct 15240 

gcaggccccg cccacccggc gtctgcaggc cccgcccacc ctgcgtcacc tgcaggcccg 15300 
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ggccgcgggg ttggtttcca ccmtggaggt tgctgacacc ctgtgccctc ggctgacttc 15360 

cagccggtgg cacagacgcc tccagggggc agcactcaag cgcatcttag gaatgacagg 15420 

tgagarcatc ctccgggccc cagatttctc tcctcgccgc tcttgcccat ttctccggag 15480 

agccagagaa agccgctccc aagtccaagg ccgagctccg cagacgcccg gcccctccgg 15540 

cgcggacaga acaaagccat tgttcttgcc ggggaaggta gaaatactgt gggctgcttc 15600 

agaggctgcc gagcaaaact caggcaatct cctgggctgt tccaatacgt ttattctctt 15660 

tttcaaaaca ggaggaggag gtagaggcgg ggagacacac catccctgca aaactactgg 15720 

caaaaactaa gcggagccgg gtgtggtggc tcacgcctgt aatctcaaca ctttgggagg 15780 

ccgagggggg ccgatcactt gaggtcagga gttggaggcc agcctggccg gcatggtgaa 15840 

acacaaaaat tagtcgattg tggtggtgca tgcttgtaat cccatctact tgggaggctg 15900 

aggcaggaga atcgcttgaa cccgggaggc ggaggttgca gtgagccgag attgcgccac 15960 

tgcactccag cctggacaac acaagtgaga ttctgtctca aaataaataa ataaataaac 16020 

ccaagcagaa aaagaatcac tctgaaaacg atcacatcta actatcaatg ctcatacagt 16080 

ttatggaatt atcagcccaa cttgataaaa tcagtatttg aggaaactgt ggataagccc 16140 

cctgatttca atccccattg tgccaggtcc tggttaactg aggttaacga agtaaagagc 16200 

tgcagacact attaactgct accttaaacc gattactcta gcttagccta ctttccacgt 16260 

acagatttta ccagtggaca acatgatgct ttatcttgtt tttctctccc tgggactttt 16320 

ctccagacat tgaaaacaga aatactaata aggccacttt tacctgcctg atgcaagaac 16380 

agaattttca aactcaacat taatgcaact cctcagtccc tgacaatggc gggtggaaaa 16440 

gtttctaaaa atatgcagca gcacaattat cgggaagaga tgagatactg ttacctaata 16500 

aaaatgccat aaatagagaa tgatgaacta ccatgggaaa tgaatgcata gaagaggaca 16560 

tgctggaatg tgggacagta aaaatcactt aaactttgcg tgaccttgaa gaaagtcacg 16620 

atgatctgtt tttccaggtc cctcaaacag tgagatgtgg ctgtttccca agtcttcctc 16680 

tccagtgtaa agggtctgaa tttagacgct ttgtgagtct tccttctttc gacagcctgg 16740 

agtctctctt gagtctcaag gctgcctgag ttcctctcta acatcctcta ggcagtatca 16800 

gctaatgaga caatgaattc catggaggca gcagtgggaa cagaagtacc tctcttggat 16860 

aatttacaac actggtgagc agagggtcag atcaccctgg ggtttgtgtc acaaccaaaa 16920 

aagtggctgt ggcactgagt tcttggatgg ttttctacag ctggtccaga ttttccatgg 16980 

gctcaccttt aaattaaaag aatttctgca ctttgaagaa tttgaaaaca aagccatgtg 17040 

tgagaatatg agatccactc atatgccctt gcaagaaata ggttgcattc ctttttccgg 17100 

acttaaaaaa aaagcacccc ctctttcttt ttttcagaag gcatatatgt aaatgattcc 17160 

aaattaatct ttagcatgtg cctatgttgt tctgatttac taaactttaa aaatatgtcc 17220 

attgttgtct gttaacagct tttggcaact ttttcagaga ttgaaatatg tgagcaaatt 17280 

agagaaatga gtacaattat tagctagtac cattcaacaa gcgctaaaga tacaaatacc 17340 

tctacaatac ataaaaggaa tgattatagt agattttata atgccatata aggtttctta 17400 

tttaacttca ttcttaattc tcaaaataaa atgaaattac atagaagcaa agtaatatag 17460 

ttaccagaat agtattttta catgtcttta agtgtatgtt gttgttgttg tttttaaggt 17520 

aattatgtga tgttgtggaa agaacagaga cctgggttag ataaaattcc ggttgtctac 17580 

cagattgtga tagtgagcaa attacttaac ctctatgatc cttatcttat ttatctatga 17640 

aacaggattg gtaatactca tatcataagg ttgaaaggat taaatgaggc actatggaaa 17700 

atttctaaca tggtggtgcc tgggacagta gaagatgctt aataaagata gctttcatta 17760 

ttattattag ctttttcagg tgatggtgat tgtaaatgtt taggtaattt tttaaacttt 17820 

agaaataatt gattttcaaa tgattaagac tgcttatttt aatcatttat ttttatcacc 17880 

agatttattt ttattaccca aaatgtcaac gactgtcata aagataaaaa ttaataataa 17940 

ttggccaggt gcggtggttc acgcctgtaa tcccagcact ttgggagctg aggtgggtag 18000 

atcacaaggt caggagattg agaccatcct ggctaacgcg gtgaaacccc atctctacta 18060 

aaaatacaaa aaattagctg ggtgtgttgg cgggcgcctg tagtcccagc tactcatagt 18120 

cccagctact caggaggctg aggcaggaga atggtgtgaa cccgggaggc ggagcttgca 18180 

gtgagccgag atcgcgccac tgcactccag tctgggctac agagccagac ttcatctcaa 18240 

aaaaaaaaaa aaattaataa taatttaaac ccgaagtatg aactgaatta tttcccttag 18300 

tagcacatca cataggctga tgatagtttt ggtgactggt ttatctattc ttcctaaaag 18360 

caaactgttg ttagatggat gatcacttgc atgttgtgac tgaactcagc agttgggttt 18420 
tattttttat tttttatttg cttcagtagc attadccttt cctaccaaga ttcgaacaat . 18480 

ccatttgcct ttttttccct aaaatctctc atacattgta aatactacat attggctaaa 18540 

tatttcctgg acagacatga aggacacata aatcagtctc tgtatgatgt ttctcactgt 18600 

aatggagttt atctggctca agaccaggac atttattgca tatcaggttt ctacagttca 18660 

ggcaaaagtt tgaggataag gacttactgc aaaaagtctt ctattgttct caaccatttt 18720 

ctcgcttagc acatgcagag atttgaaatg gtccgtggta cagtagttgt gtctgtatat 18780 

ttctcttgta gaatattaga acaagggatt tgcagtttac agagaagaag gcttggcgag 18840 

gtgtttggaa atacactcag aaacctgagg aaatttgtgg aaagagaggc ttattatttc 18900 

tagaaatatg ctagagtwcg ttttgattgt gcacctgagg aattaataga ttaagtagtt 18960 

ttataaggac tggggttaat agaatactgg cagtgaagtt tgtcttagga cttcttaatt 19020 
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ggataatcag 
agataactgt 
ctatatcata 
aactgtccct 
accaggacag 
ctcattaaaa 
gacagtcaag 
tcaactgata 
gtgctgatag 
agcctgaact 
ttgtgctgtt 
cccagtactt 
ctggccaata 
ggtgaagtgt 
cagggagtcg 
agtgagactc 
tcccagctac 
agtgggacga 
aaaaataaaa 
ataccaagaa 
taacagacag 
ggtgggagga 
catctctatg 
cctgccttcc 
tcacaaagat 
agggatgaaa 
tgtgtgctgg 
ctctccctgc 
attgagttca 
attgcagttc 
tcccttaact 
tgatgtgcct 
agaggaagag 
attttcgcac 
cactgaagga 
ggaaaataaa 
ggtggagtgg 
ggtcttgcag 
gggtgtcatt 
aacaatcaga 
agatccttgc 
gttagaaatg 
agatcccagg 
cttgatagga 
agggcctaaa 
atgcacagca 
tagattcaca 
ctcctccatc 
ttgctacaac 
gtatgcatat 
attcaagcca 
catcattaac 
cattttgtag 
gatctcactc 
cacctcctgg 
acacgccacc 
gcctaggcta 
gctgggagta 
agttcatcca 
tggcttggag 
cttccaagtt 
tggatacttt 



tgaagtcacc 
ccaagagctg 
agaaataaaa 
gtttacccag 
tcccaggcaa 
tatctggatt 
aagcttttat 
gatgagcatc 
ccccacatgg 
cagcaaaata 
gtcatctgac 
tgggaggctg 
tggtgaatga 
gcctgtaatc 
gaggttgcag 
catctcaaaa 
ctggaaggct 
gatcgtgcca 
atcaataaaa 
aagtataaaa 
ggtcaggcgt 
ccacttgagg 
aaagaaaaaa 
ctaaaatact 
ttactgaata 
garaattggt 
ttggtctctg 
ctccaggaag 
gccaatggga 
cctcctccaa 
gcccacttct 
tctgtttcct 
acaggtaata 
catcaagagt 
taagaaacaa 
ctactgtgca 
aaaaggagag 
gaccttgtag 
agagactttt 
atcaactaga 
tactcaaagt 
cagaatccca 
tggcccattt 
gcatggaaga 
acagggcaga 
cagtgtagac 
ggaggttgca 
attaacatct 
ccatagagct 
agctctgtgt 
ttagcagaag 
ccctgggaac 
atgggtacat 
tgtcacccag 
gctcaggtga 
tcacctggct 
gtctagaact 
caggcatgag 
agttgtgtgt 
gtgctagagt 
tccagttttg 
ttgtatgaat 



agatcccagt 
taatggctta 
atctacattt 
gactcagggt 
actgggacgg 
acttcgtgcc 
taattgtcta 
actgattgaa 
atatttctgt 
ggatgatcaa 
ttagatatac 
aggtggttgg 
agccctgtct 
ccaggtactc 
tgagcccaga 
aaaaaaaaaa 
gaggcaggag 
ctgcactcca 
aataaataaa 
aagtcttgtg 
ggtggctcat 
ccaggagctc 
aaatttaaaa 
aagttaaatg 
cttactctag 
cttgccctcc 
ttctccccct 
gggggctgga 
ggcatmattt 
ggctctggct 
gaaaacagtt 
gtgtagaccc 
atagaggtat 
gcccatgtaa 
aggggagaaa 
ttcatgccag 
agtgatagga 
gtaattgtaa 
gagcaaagag 
tggatttaag 
atgagccagg 
agtccccgag 
gtatggtaga 
tacatttgag 
agtagggagg 
aattcctaaa 
aagaaatgcg 
tatgcaacta 
tattcagatt 
aattttatca 
attttctggt 
aactaatctg 
gcagtgtgta 
gctggagtgc 
tccttccacc 
aattttttgt 
cctgggctca 
ccaccacctc 
atcaatactt 
ttattcatca 
ggctattatg 
gaatggaata 



tagagacagt 
atcatctttg 
taaaaaattg 
ttcccaggct 
ttgatcaccc 
tcaaaaatat 
atgtatgcca 
atattttgtg 
ttccaagttt 
aatgaacctt 
tggccgggcg 
atcccttggg 
ctactaaaaa 
aggaggttga 
tcacaccact 
ttagctggat 
aatcgcttga 
gcctgggtgt 
tacataaata 
tgaacataaa 
gcctggaatc 
aagaccagct 
gacgtaatga 
caatacatgc 
gctaaacctt 
aggaaccttt 
ctcctccaga 
tcactgtggc 
tggcgtggca 
ctcactgggt 
tctgcataaa 
tgattcaata 
acacaagtag 
cagagataag 
gacctagaag 
tgttagcatt 
gctggggtca 
agcatttgga 
gtacatgctc 
tatgggtata 
accagctaca 
acaaactgaa 
gtttaagaag 
acagaataga 
taaatgagga 
tacttaaaaa 
tagggaagaa 
tattataata 
tcaccagtta 
tatgtgaagc 
gttacctcct 
ttcatctcta 
tcttttggga 
agtgtcgtga 
ccagcctcct 
atttttataa 
agtgatccaa 
caccagcttt 
cactccttcc 
cattcaaccc 
aacaaagtta 
gaatggatag 



tccaagtttt 
aataatacct 
gctgtaatca 
gagggacaat 
tacccaatgg 
cctcggctta 
ctttctggag 
gttttcatgc 
gtgtcacttc 
tccagtgaat 
cggtggctca 
atcaggagtt 
tacaaaaatt 
ggcaggagaa 
gcactccagc 
gtggtggcac 
acccaggaga 
cacagcgaga 
aatgaacaca 
tgaaaattgg 
ccagtacttt 
tgggcaacaa 
acaacttgct 
cctgacattg 
gtgctacatg 
catttagtac 
tctattctct 
tcattgctct 
gctctggctg 
tcctgtatcc 
gctattttca 
ggaaaataaa 
aatggggcaa 
taaatgcatc 
gggcaatata 
taggacatct 
gagagtttca 
ttttattctg 
tgactgaact 
ccatgaaaga 
ctggcatmag 
tcagaacctg 
cattggttta 
caagtcagag 
gacaaataca 
aatttttttt 
caatgcaccc 
tcgaaaacaa 
ttagatgcac 
tttgctacca 
tatagccaca 
taattattct 
ttggtaacag 
tcttggctca 
gagtagctgg 
tgatggggtt 
ccgccttggc 
ttcattcata 
agttgctgag 
attgaaggmc 
ctatgaacat 
gatttagtga 



acaaaacgca 
ctcactgaag 
tagggtgact 
gggtactaaa 
cctcatctgt 
cctgactcta 
gtgatattgt 
tttgtatctt 
tggagatatt 
tctgtccttc 
cacctgtaat 
tgagaccagc 
agttgtgcgt 
ctgcttgaac 
ctggcaacag 
atgcctgtaa 
cggaggttgc 
ctccatctca 
taaattagat 
ccaaaatagg 
gggaggctga 
agcgagacct 
tgccttcctg 
tagtttgctt 
ttggggctac 
agagatttag 
atttcttccc 
gtggcttctg 
ttcctctgca 
aataacagac 
taatttcctc 
ttattgaaat 
taaatggcgc 
ttgagctgaa 
cagcaaggag 
ggaagctaga 
gggtggggaa 
agggtcactg 
ttattctgtg 
aaattactta 
ctgggaactt 
cactttaaca 
aaagatccct 
acaggtggga 
aaggaagaaa 
gaaataatga 
tttacccagc 
tcaagtgaca 
tcgtgtgtgt 
caatcaagat 
cgcattcctc 
atttcacgaa 
agcaagacag 
ttgcagcctc 
gactacagac 
tcaccatttt 
ctcccaaaat 
ctttctttga 
tagtattcca 
atttgggtgg 
tcatatacaa 
tcagctatgt 



19080 

19140 

19200 

19260 

19320 

19380 

19440 

19500 

19560 

19620 

19680 

19740 

19800 

19860 

19920 

19980 

20040 

20100 

20160 

20220 

20280 

20340 

20400 

20460 

20520 

20580 

20640 

20700 

20760 

20820 

20880 

20940 

21000 

21060 

21120 

21180 

21240 

21300 

21360 

21420 

21480 

21540 

21600 

21660 

21720 

21780 , 

21840 

21900 

21960 

22020 

22080 

22140 

22200 

22260 

22320 

22380 

22440 

22500 

22560 

22620 

22680 

22740 
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gggatgaaga gtggcataag tagtaaaaag taaccctcaa tgcaatgtgc agccagcaag 22800 

taccacaaaa agagtttatt ttgtttcata catatatttc tatatataca tacacacact 22860 

ttattaataa ccaaatagta tccttttcaa atgaaaacag taatttaaca taaactatga 22920 

acttaaaatc taaagtaaaa cttgacaaca gtgatgcaga attttttgct ccttagctca 22980 

gttaggtctg tgttcttatc ttatgaccag gaagaactag gtaccctgac atcaaagaat 23040 

gagtggcata gaatttatta agcaaaaagg aaagctctca ggaaagagtg gggtcctgaa 23100 

agcaggttgc tggttgcccc ttcgtagttg aatacaaggg cttctatata aaacctgatg 23160 

gggccgagtt ccctgttcgt ataaggcatg aattcctggt ggctccaccg ccctccccca 23220 

gtgcgtatgt gggaccttcg tccactaggg acatgtttag acaagctccc tgtgcacgtt 23280 

cccttatctg cacaaaacat gggttggagg ttctccgggg acccttcctt tactttctgc 23340 

ctaaagcaag ctggctaact cctttcaaca atactaaaga catacagaca atggttctca 23400 

gtacaatcat tttaaatatt taagtaaact taaaatggtg tttgttttga tttgacattt 23460 

taaaagatat cgctgttcta aaaattctgt gtttttagtt gtttgggctc ctattctaca 23520 

atgtgctatt actattaagc attcttgtat catggcattc ctcaaatagt ttttaaatta 23580 

cttttaattt gaagaaggaa cattctgtac agtcacggaa agtgtcaaaa atgaaaatga 23640 

ggcagggtgt ggtggctcac gcctgtaatc tccgcacttt gggaggccta ggtgggtgga 23700 

ttgcttgagc ctaagaattt gagaccagcc tgggcaatat ggtataaccc tgtgtgtaca 237 60 

aaaaatacaa aaattagcca ggtgtggtgg cccaagcctg tagtcccagc tacttgggaa 23820 

gttagggtgg gaaatcctag gtgacagaat gagaccttgt ctcaaaaaaa aaaagaaaaa 23880 

agaaaatgat aaaggataca tatcaggaaa acatgcatgg tattttgtat catctacttt 23940 

agagtaattc cagtatagtg gtttttttgt tgttgtttgt tttatttttg agaaagggtc 24000 

ttgcgctgtc acccaggctg gagtgcagtg gtacgatctt ggctcactgc aacctccgcc 24060 

taccaggttc aagccatcct cccaactcag cctccagagt agctgggact acaggtgtgc 24120 

gccaccatgt ccagataatt ttgtattttt tgtagagatg ggattttgcc atgttgcctg 24180 

aatgcctggc ctcaagcaat ccaccctcct cagcctccca aagtgctggg attgcaggcg 24240 

tgagccacca cacccagccc cagtgtagtc gttttttctt ttctttttta ttctatgttt 24300 

taatgaattt acacgttacc caaatgttcc ctagtttttc tgccttccaa gatcactctg 24360 

gaagaatatt taagaatata ccaaataaga atatgcaagt cctcccctaa gggtggcagg 24420 

aagaacaccc ctcccccaga tggtatttag cgcctctggc tgggaacggc ttccccatgc 244 80 

tcctaggtca gggtcctctc ttggcatgac actaccacca cagtgcagac ccacaacagg 24540 

gagaaggacg gccacagtcc ctcaatcccc cttttccaag atgtgcacag cctgactcct 24 600 

aactccccac cactgactct aggggaaaaa cagcacaggg caggaaacga ttttccatgt 24 660 

caccaacctt tctctgaggg aacctactgg ccacctccct cttaggacca gcccatcgtc 24720 

cacaacgtgg aagtccagct tccgttcaaa tcggagttct ttcttcatga catttctttg 24780 

caaagtcccg gaacccacag ctctgagact ctggctgtcc cccaacccac cccatcttcc 24840 

ttgtcctcac ccctggtcag gagaagccaa aacatcagtc agcttcccag taatcaagcc 24 900 

tggctttctc acccagggct cgccccagaa caaccaccgg cttctttcag tgtagccaaa 24 960 

aggctattgg agtcttctca aatgaaagag attttatcaa aggcttggag aagaaaagaa 25020 

aaagaggatt atataataaa acgtaaaaca acaaacatat acacacaaac aaaaataaac 25080 

gtgagatatg attctcccgg agtgtttaga gcaggaatgt tcttgggcat ctgccttccc 25140 

ccaccagcac cccccacaag gcaaggccag ttcaccctca gtgctcacta ctttgcagtg 25200 

ttcatagaat atttgtaata attttaggcg gctccctaaa atttcttttc tttttctttc 25260 

tttctttaga gttgcgtccc tctcggttgc caggctggag ttcagtggca tgttcatagc 25320 

tcactgaagc ctcaaattcc tgggttcaag tgaccctcct acctcagccc catgaggacc 25380 

tgggactaca ggtatgcacc gctatacccg tctatctttt atttatttat ttatttagag 25440 

acagagtcta gctctgtcac ccaggccaga atgcagtgac acgatctcag ctcactgcaa 25500 

cttctgcctc ccagatttaa gggtttctct tgcctcagcc tccctactag ctgggattac 25560 

aggcttgcac cacctacgtc cggctaattt ttgtattttt agtagagatg tggtttcacc 25620 

atgttggcca ggcaggtctc gagctcctga cctcaagtga tccacccggc gtggcctccc 25680 

aaagtgctgg gattacaggc gtgagccact acgcccagcc tattttattt tataattttg 25740 

ttttagacaa ggtctagctc tgttgcctgg gctggagtgt agtggtgcaa tcacgattca 25800 

gtgcggccct gatctcctgg gttcgagtga gccttagcct cctgtttagc tggtactaca 258 60 

ggtgcatgcc accacctagc taatttttta aaattttttt gtagagacgg ggtctcaccc 25920 

tggtgtccag gctggtctca aactcctggg ctccagtgat gctcccacat tggcgtccca 25980 

aagtgctggg attataggag tgaactactg tgcccagtct ttttaaaaaa ttttcaagag 26040 

attggggtct tgctatattg cccaggctgg tctccactcc tggtgttaag cgatcctccc 26100 

acctcagcct ccttgagtag ctgggatgac attacaggca cacactgcca ccactggctc 26160 

taaaacttct tctgtgccat ttgtgcactt cacccaattg cctctttgta gtaattaatt 26220 

aggatctagg gtgaaaaaaa agtcaacagc tatatatagt cctcaaagtt ttgtacgtat 26280 

ctgagcagtc atcagttgca cagtgcagag ggatgaactg ccgtcccgcc acctaaaaag 26340 

cattagtgac catcagggaa ccgtcagatg catgccagac taaagcagag tgaggctgtg 26400 

ctgggtgctc tgtctgtggc tgcccgtgct ctcacttccc tgtcttgctc tgtgcctttg 26460 
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ggaggttgac cctgagttgg catctcaggg tctcagtctg ctggtttcct gsgttcccct 26520 

tgaaggctac tgctcccaca aggcaaccac ggtccccgct ctggctctca ctgagctcca 26580 

gaatcattgt ttcctcccct tacccaagtg agaataatta tgttttattc cagaaccctg 26640 

acaaatgaag aggcctaaaa accccctagg tattatccga tcttggtgat cagggaggtg 26700 

tttgttttgt tttttaatgc agacacatag ttttaaaaat tattcacttc atctactgta 26760 

agaaaagtca tattaattca caattttgat taaaacaaac aaacaaacaa acaacttctg 26820 

tgacattttg gctaacaagt ggttcaatat taaagctttg tccaccaggt gcagtggctc 26880 

atgcctgtag tctcagtgct ttaggaggct gaggtgggag gatcacttga ggccaggagg 26940 

tcgaggctgc agtgaaccat gatctcacta ctacactcca gcctgggcaa cagagtgaga 27000 

ctctgtctct aacaaacaaa caaacaaata agtatagttc tttcaagcat ggcagacaat 27060 

ctgtctcctt tggcctgggt ctctcactgc cttttagata aaaatctggc aataaccaaa 27120 

gagttttcat aaggcctgtt gatctattta taagacatgc atataattta cttgaccatt 27180 

ataataccat tataataatc taaatctatt ttctttatcg tccaataatc cacagagtca 27240 

gcacacaagg attctttttt ccatatatag gctgagtatt ccttatctta catgcgtgac 27300 

gccaaagtgt ttcaggttct ggatgttttg ggattttgaa atatttgcat atacacaatg 27360 

agatatcttg gggatagaac ctacatctaa acacaaaatt catttatgtt tcatatacac 27420 

cttatacacg tagcctgaag gtaaatttac acaatatttt taataatttt ccacataaaa 27480 

caaagtttgt atacattgaa ccatcaggaa gcaaggtgtc cctgtctcag ccacccacaa 27540 

ggacactctg tagttgtctt tcattcctga ttccgaattt atacgctact gacaagcaat 27600 

cattttctta cacttattca cacaagagca cttagtaaaa aatatgacat atatatctgg 27660 

catgctcaga aaagctattt tgcagcagaa aggagctggg agggtccttt ttttcccttg 27720 

gggacacgga ataaattgtg tattatgtgc ctgcattttg actgtgaccc catcacatga 27780 

ggttaagtgt agaattttcc acttgtctct ctgtgcttaa aaagtttaga ttggccaggc 27840 

atggtggctc atggctgcaa tcccatcact ttaggaggcc aaagcaggtg ggtcatttga 27900 

ggtcaggagt caaaaccagc ctggccaaca tggtgaaacc ctgtctctac taaaaataaa 27960 

aaagttagcc tggcatgttg gtgcatgctt gtaatcccag ctactcggga ggccgaggca 28020 

ggagaatctc ttgaacctgg gaggcagagg ttgcagagag cagagatcac tccattgcac 28080 

tccagcctgg gtgacaaagc gagactctgt ctcaaaaaaa aaaaaaaaaa aaggttagat 28140 

tttggagcat tttggatttt ggattttgca ttaagtgtgt tcaagctgaa aagaaaatcc 28200 

gatttgctca ggacaaactt aacaaaacaa gtgagatatt ccaatactat atatatgctc 28260 

ctgtttatat ttccttaatt aatttggact tggaacaact tggccaatta tggattagag 28320 

gatgagactt aaatgttact gtacaaggga tagaacgatt cattcctcta tgttatcaaa 28380 

tacttatggt attttmccca tcctgctgtc atgcagatcc aagaaccaaa ttaaaacaca 28440 

tttgccgggg tcataataat gtggccagaa tttaaagaaa aacttgattt ttaattatgt 28500 

atgattttgc ttgtttagtc taccgatttc tatttgcttt agcttactca aaaataaagc 28560 

gcggcacttc gaagactcaa tagtcttcca ttcatgtggg cctttataat gcacgggccc 28620 

agatgcaata catctggcgg tctgcttggg ttggccactg gattgaagga ggcagagaag 28680 

tctgggatga ttcccaaatg tctggatctg gtgacaggga gatatggcag ggcgagctta 28740 

ggggaaaaag ctgggttagg aactgttgaa actgaaatcc ctgaggsytk tgccgacaga 28800 

gagacagccg gtagaaggtt gtctttgcct gtctgtggtt ccaggtaact tcatcgaaag 28860 

agagtttcag gcagtagaaa taagagcacc caggacaaag ccccagggaa gagaaacatc 28920 

tgacggagga cagaggaaga agggtcagga atgagactga gcaggtgtca tgtgtctgac 28980 

accagagcct gacacatagt acgtagtaga cactcagcaa ataccgtaac agagatgaat 29040 

ccaaggctgg gggaggtggc tcacgcctgt aatccccaca ccttgagagg cctaagtggg 29100 

aggatctctt gagtccagga gttcgagacc agcctgggaa acatggtgag accttgcctc 29160 

taaaaaaata aaaattaaac attaaaaaaa gagatgaatg cataacctgg ctgctggagc 29220 

caacatgggt tgggtgagcc cactcttacc agcagctaat caaaaatttg cctggaattc 29280 

tgaggctcct gtcctacgtc ttggctgctc ctcccagatc accttctggc cggtcccaag 29340 

tccacttccc gtgctccttg ctcccttcct cctggtctcc ctcacacttt cctttcctac 29400 

tccccttccc tctgtggccc tggctcagcc cagcacaggg agagccctgt gccacctatt 29460 

acagctcacc tgcacctttg catctttcag aaaggagcac ctacaagata acccaccccc 29520 

cacctttttt tttttttttt tagtagtaca gattgcctct catagcataa ttgggcttca 29580 

ttattatcct taaagaccct ctttctgtgg cggattggga tggataaaat aaagaagatc 29640 

gagaggttga agaacccatc ctgttttgcc agtgagaagg ggatagaatt aaaaggatta 29700 

ggagggctca ggcatggtgg ctccagngtg tcatcccagc tactcaggag gctgaggcgg 29760 

gaggatcact tgagcccagg agttggagac tatagagcac tatgattaca cctgtgaata 29820 

gccactgcac tctagcctgg gcaacatatc aagaccctgt ttctagggac aaaaatatnn 29880 

tttaataaat ttaaaaatta agggaaaggt aaccacatcc tgctacaaan aaaagaagnt 29940 

ggagaggtan gangaggacc aagagctaat ggcatcattt acacaaaaag agatgcttta 30000 

aaatcagttg ctcatccaat tccacaagga caataagtaa gaaagaggat agaaagtcac 30060 

cggtggattt ggtcatcatt ggcttcttga tgactttagc aacaaaaatt cttgttggta 30120 

gtgagagtta gaccctggtg gactgggtag ggggttcctg gatcatgagc aaaggcctgt 30180 
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gccagccaat ggcccccact acactctgcc ccggcctttc tcatctcaaa aaatggcatc 30240 

ccccatccaa agctcaagtc aagaatccag cagccacctt tgattctgca cttcccctca 30300 

cctcacagtc cagtcccatc tccaaaataa gttccaaaty tcaccacttc tcattctcca 30360 

aagaggmacm attatctctt tcctggtgat taaaacagct tcctaactgg sttcccttct 30420 

accttgcttt cccatagtcc attcttctca ggacaacaac agtggccttt taaaaccagt 30480 

gcattattgt tgccctttgg gaaatcctcc acaattatcc agtcttgctt caaaaaatgt 30540 

atgtatttct gactttttac cctgccctac ttacaggata tgcacatttc tgatctccag 30600 

ccaatatcac acttcttctc tcactgcact ctgccacact tggccaagtt tgttcccact 30660 

cctcttgcac ttgctctcag atctcagaag aggcgtgctc cttgtctttc aggccagccg 30720 

gcttcacaca tgtgccacgt gcgcccctcg ctcagaaggg atctgtactc ggtttggatc 30780 

tattgttgcc atcttgaaac tcttaatact ctttgaacac ggggcccgta ttttcatttt 30840 

gcactgggtc ctgaaaattg tgtagctggc tctactttca gggattgtat cagaagtctc 30900 

ctcctcaaag aggccttcct cggccactta tcctcaagta gctcctcccc ttctaagtta 30960 

ctggctatcc catcattccc acttaatttt cttcataaca gttgtcatgc ttttatacat 31020 

tctggcttct atatttattt gtgtattgtc cagttccctc cctttggaac gcagcgtggg 31080 

cacctgcaac gcagagacca ctgtatcccc ggtgcagaat gtaatgagtg cctgatacat 31140 

ttgccgaata aactattcca agggttgaac ttgctggaag caagagaagc actattctgg 31200 

gtaaaatgga aattttaaat gtacttgata tttatataca tcctaatcaa taattaaatt 31260 

tgtgtagtgc tgatctaaac agataaattc tggcttcatg atgatggtga agtggaatat 31320 

aattttctca ttttgtattc aaactagatc tttttcatga aaggatttga agtctagatt 31380 

caatgcctac ttttgctact tatgttatat gaaactaaaa caattatttt attgtatttt 31440 

tttgagatgg agtcttgctc tcgttgccca gactggagtg cactgctgcg atctcagctc 31500 

actgcaacct ctacctccca ggttcaagcg attctcctgc ctcagcctct cgagtggctg 31560 

ggactatagg tgcgtgccac cacacccagc taatttttgt atttttagta aagatgggct 31620 

ttcaccatgt tggccaggct ggtcttgaac tcctgaccca agtgatctgc ctgcctcggc 31680 

ctcccaaagt gttggattac aggcatgagc cactgtgcct ggcaataatt ttagtttagt 31740 

ctgaattttt tttttttttt gagatggagt ctcgctctgt tgcccaggct ggagtgcagt 31800 

gacgctatct cagctcacag aaacctccgc ctcctaggtt taagcaatcc tcctgtctca 31860 

gcctcccgag tagccaagat tacaggcacc tgccaccacc cccagctaat ttttgtattt 31920 

ttagtagaga tggggtttca ccatgttgac caggctggtc tcaaactcct gacccaagtg 31980 

atgtgtctgc ctcagcctcc caaaatgctg ggattacagg cctgagccac tgtgcctggc 32040 

ctagtctgaa ttttttaaaa aggttattgg tctaccttcc aatgacattg cactctgtgt 32100 

ggctcaataa aacattttca tttataataa ctaatttgac ctgctcagca atctctaagc 32160 

aagatagagt agctgtaatt cttcatttta caggtcatgt caaatcattt cgtacattcc 32220 

agctatgtac gagagcttgg tgagaatatg tgaataataa tcacagaact tcagagctgg 32280 

gagtaacagc tggaaatatt tcttccaata attgcatttt ttatgagagg acgatgaggt 32340 

ccaagtggac aggaccatga gacaatcgtg tggcaaggaa gttgatgcaa tttgacctct 32400 

taagtcagtg atctttatgt ccatcggtcc tttccagcaa gtgagttagc caacctttgc 324 60 

ctgcaaagga ggaaattttt aattgaggat ttacactctg cttctaaaat tttgcttatt 32520 

attgtgaata attttcttta agtttattaa . atgaatggct gaataaatgg acataaggaa 32580 

agaaggaagg gaggaaggaa gggagggagg kaaggaaggg agggaaggaa ggaaggaagg 32 64 0 

aaagaaggaa ggaaggaagg aaaaagaaga gaggaaggaa aggaaggata agtctgatga 32700 

cagctgctat tatattctac gtggataatt tatttagatc tttatacttt atcttttgtt 32760 

ttacttctct tatgcatatt ctcctcaact ttttttcagt gggccagagg aggaggactg 32820 

cctcttgtga ctgtggaagg acttctacca ggctaacacc cctggcctct caccctccca 32880 

tttctcaccc tgcaaagcag agtgctattt gattcatgtt cttagtctgt ggatctcagt 32940 

tgaggagaac tcgttagaga tttgccctct ttctgtcttt ttgagacctt actggtgcaa 33000 

gacagcaaat cctagctggt gtctacagga cacatgcact cttaggttac ataactgcag 33060 

ggaccactgt cattgtatcc tggagctggt tctatataag acacagcctg agcagtatat 33120 

aggcttccta gtctgctcct ggccaaatgt cccagttgga agcccagagg ttgtctggct 33180 

atgccagtgg caggatgggc aagtctaact caagggtgac atattagcaa gacctttatg 33240 

gccatgcatc taagatgctc tgtccaagcc tgaacttagc aacaataaac ctgacatttt 33300 

gaaatccatc tgattcctct attttccagt tgatgccaca .tgcatcctct tgccatcttt 33360 

cttaattaag atgactttgc ttctaaatct ccttaattat caagcagcta tctacaatat 33420 

tttgtaatcc ccttaaatct tgagcataat gatgtcataa ttatgaaagt gmccggwttc 33480 

acatgaagta ttgcttaatc ttaagaacaa aatggcagct gtgaaaacag atgaagtaat 33540 

tagaggaaga gcctttttgg aagcttcgag atattttcaa agtaattagt actagttagc 33600 

aataaagttc tgttctgaga aattgctctt aaaggaggaa catggattaa agaaaaaaat 33660 

ctgctactag gaagtaagcc atcttcctat gtgtgtgatt ggttttgctt cctgaaaact 33720 

ggttccgttt tcaacaaaat ttgggtctgt tgaaaaagaa cacgcagatg ccagccttga 33780 

tgtcaaacgg gcccaaactt ggacagtggt aaactaatga gcaatggtgc acagagtcag 33840 

ggtaaaagct ggacaatttc ctatgaccaa cttttccagg actctgctct gctcttcctg 33900 
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agaaaaatac ccaaagtgct gcctcttcca ttggcccaac catgcatctt tcaggatagg 33960 

mcacatctgt ttataggtgt ggattgtagt tgctcataag tgacattagg ctgtttaaaa 34020 

taataatagt tcgagttttg ctatgagctg atctgttttc caagagagct aagagttttc 34080 

cagctaaaag agggaattag tgggtaatca aggcagctga catggggtgt ggctgggcct 34140 

tgaatgtgtg tcactctctg tgcccaggca gagcaaagat aaactccaga ctgcatgttg 34200 

ctcagagacc aggaccaacg tcatagggcg cctaaaaggc aggtggccca gttcagaatt 34260 

gtcaaggtct gacctgcttg gacaagtgct gagtacatag taaggatgga ttggctagtc 34320 

tctcaaaact tgcaaacagg gcgcaggtga tcttgagatt tcaggtgccg gagagaccca 34380 

tcgtgtagat tccagagttg gctatcatga ctaacagctg tctaagttgt ttttaaatga 34440 

atcattaagg gctacatttt cagttcagct aatcaagtag caaattacgg tgggtctaaa 34500 

atacttatct attgcattat gtatatgcta gactttatca ctttagttgg ttatatcgct 34560 

tcatatacta acagtcaaaa aatgccaaac gagaaaacaa acaaacaaaa atgccacatg 34 620 

actgtgtaaa tacacttttc aaactgtttt atctaagagt ttactcactt tcacattgtg 34 680 

gcttatagta ttttcaatct aagagactaa ttttgcttac ataggaaact acatatttta 34740 

aattgaaaat taaaaaaata tttttaaggt tttaatgagt cctatcaaaa cacatttgta 34800 

tataggaagg tagcccaagg tcactgttgc caattgtgta cacagcctgc cctmtagtgt 34860 

tttcttctaa acagcaccaa attttagatc atagttgtaa atctcaaaat gttgggttaa 34920 

taggattaaa cactgtgtca tcaaattgat aggacacagc taaatccctg acacggatga 34980 

aaattaaagc agagaaaaac gaaggtcctt ccagaagctg gtggcaactt cactggggag 35040 

atattgcaaa gttagtggta aatacactat attaaaaagt tttgttttgt aaatagagta 35100 

atgatagaag aagagttagt tgaaatgatg tatgtaaaat gtgataactg cataattact 35160 

agtacagttg ctagtttacg actgtattaa aaagacattc caaatgttga tcaaataatg 35220 

gaggtttctg tggttgtttt ctttttaaaa tagtaaatat acgtaaagca gataaatatc 35280 

ccctttgtgg gagttaaaat aatctaactt attttatagt tttaacttta ttaaagcata 35340 

cgactattct aacttattta acttttctta gtaaagtttt aacctctgta tttagaatat 35400 

ttgtaactaa tgtgtatcga attaaactca aagggaaatt cattaactga gaagaaaaaa 354 60 

ttttaactgt gcactattca catagcataa tgggttttat aaggagtatg agaaaaatgt 35520 

gtgtggttgg ttttgctttc tttaaaaata atagcgaacc acgtaggtaa aaactcactt 35580 

gagaacatag acttttggag ggaaatgcca ggtgtggtgg ctcacgcctg taatcccagc 35640 

actttgggag gccgaggggg gcggatcacc tgaggtcagt agttcgagac cagcctgacc 35700 

cacatggaga aactccatct ctactaaaaa tacaaaatta accgggcttg gtggcgcatg 35760 

cctataatcc cagctacttg ggaaggctga ggcaggagaa tcacttgaac ctgggaggtg 35820 

gaggttgcgg tgggccgaga tcacgccatt gcactccagc ctgggcaaca agagcaaaac 35880 

tccgtctcaa aaaaaaaaaa aaaaaaaaag aattttggag ggaaaaaaat ccctctaaca 35940 

gattcgaatt aattctgtgt ttcgagatgt ttacaaaatg aagcttggac tctgagagga 36000 

tgtgatctat cctctccatt gcattgagtt tcaagtactt cacatggcgg gcttttttaa 36060 

ctgtcgtgaa gtttaaacca aatagggact agaatttgtt tgttttttta acttacattt 36120 

caagcttcct tatgtctcag gcacattagc ataagttgtc taaagtcata aggaaaaatt 36180 

gacagaaaaa tgctttggag ccccaggtgt tttcaattga tgccaacaga aactaaccaa 36240 

atggaagaca tttgatgcgg gtttattttt cctttgcagt aacagcggga acatgaagcc 36300 

gccactcttg gtgtttattg tgtgtctgct gtggttgaaa gacagtcact gcgcacccac 36360 

ttggaaggac aaaactgcta tcagtgaaaa cctgaagagt acgtttggtt tcttacctgt 36420 

gctgtgtcct gtttgcatgt tggttgtcct gctggcgttt atagtgagtc gcagttgaga 36480 

gataaccata ttcgctgttt tcacggtgaa acgttctcaa ggcgcttaaa ccaggtcatc 36540 

ctgacgccaa acatctgggt aaaaatagaa aattccaatc acgtctctgc aggcgttcac 36600 

ctttccagat gtttgtatca tgtagataca acttgccagt tttttcactg catttttttg 36660 

tatcatccag atggttggtg tcatctcagc acagctctaa tgaacagtga aatacttttc 36720 

tagcatttga aaaatttaaa ccattagagt aatctgtgca attgttctta aactagtgaa 36780 

agaatgggtt ataattacgt tgaatctggt tgttctgtgg ccattaactt gcaactttgc 36840 

ttggtgatat atactttggg tacttaatat atagaagaac aaattagcta aaatgcagct 36900 

gatttggggt ctgtaataat cagagtcaag aatgagctcc tcagtaggcc acgttggcta 36960 

ttttgaacag ggaatgacaa tgaattttaa acttactaag ggcttattaa aggtgtataa 37020 

gacacgtcca ttgagttatt aaggaagctc gtattacatg ggatactttc taggtctcgt . 37080 

gcctccttat taggtaactg aagctgaaag aaagagaaat tgctgactgt gtttgaggtc 37140 

cccagctggg cacttaatat aaattatgaa gaaaatgcaa aattttctct aatataaaca 37200 

cacttgagtc ttaaatgaaa gaaaaaaaat ggataaatga aaacagggcc tgagcaagtg 37260 

acaagaatga ggttcagtga actctatttg tttaggcgct cacaagtgag gagtagaagg 37320 

tatggtccgt gtggcagctg tgtccatgtg gcagctgaca gctaattcat tatgatctgc 37380 

tttcagaata tgagcctata agagaacaat taagcctctc ttttggagac atgaaaggtt 37440 

ggtgaacttg gtgttttgta atctgatcag atctcaaaga aaaaattgcc acatgtcttt 37500 

taggtttttc tgaggtgggg gagatagatg cagatgaaga ggtgaagaag gctttgactg 37560 

gtattaagca aatgaaaatc atgatggaaa gaaaagagaa ggaacacacc aatctaatga 37620 
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gcaccctgaa gaaatgcaga gaagaaaagc aggtacagtc attgaaaata atgtctgttc 37680 

ttacacagat ctggaccaga aatactgcac ttgttagtgc gattgatgaa ttacttattt 37740 

tccttagtaa taaatttcat gggtagctgc ttttatttga ggaaaagttt aagggaagct 37800 

tcagatttcc ttgaagaaca tatttcgtgt aggataggct tctgcaagac tccaacccgg 37860 

aatctggggg attcatctct gtttaagtgc tgctttctca aaaatagatt attcttggtc 37920 

tcttctgagt taggatattg agtcaaaagt atttgaagag tttttttttt tactagatca 37980 

gtggtctcca gagtttttgt tttttgtttt ttgtttgttt ctgtttttga gacagagtct 38040 

cgctctgtca cccaggctgg agttgatccc gctcattgca acctccacct cctgggttca 38100 

ggtgattctc ctgtctcagc ctccctagta gctgggatta caggctccta ccaccacgcc 38160 

tggctaattt ttgtattttt agaagagacg gggtttcacc atgctggcca ggctggtccc 38220 

gaactctggg gctcaagtga tccacctgcc tcagcctccc aaagtgctgg aattacaggc 38280 

atggaccacc gtgcctggcc cagagatttt tggtctctca ttcctatgac taaaaaattt 38340 

gttaccactc actcctaaat atatgcatat tcatttactc atgaattaga tacatgaatt 38400 

gctaccattg atatctcaag gcacaatatg tatttaaggt gagattcatc attagcgagt 384 60 

gtggatataa gtccacattt caaataatct tctagatatt ttgaaacttt tagccgactt 38520 

gccagatctg attagatcac catagttttc ccttgtcact tggccaataa agagctcata 38580 

atgatcaagt gtcagctctg ccatttgctt ttggtccgct tgagcttaaa ttattcattt 38640 

ttaaaatctg ccaagttttt ttttttttca aagaatcttg ttaagcctcc tgtccattta 38700 

gtgaaggtta ctttagttaa aactagataa taaaatccat cagtctacct gagttctctt 38760 

acatggcaac tcattacaat tgggtgcatg tgaacagagc aagggaacta tagttgattc 38820 

ttctggaatg tagaggatcc ccttttcccc aaggtcatca catacagttg ggcacacaca 38880 

gtatctgaca tatgcatctc aagagagtac catgtatatc caataatgca tcagcctaat 38940 

cactttttca aattcaaata gctttattta acagctatag cttgaactac atattttatc 39000 

catggagaat acatattata ttcaaatgtc tttggaagat gtaaaaaatt gttcatatgc 39060 

cacagtataa agttcagtaa atttctaaat tatagacatt gaatagcttg cagtttaatg 39120 

acattaataa ttaacatcac actcaaaaca atgacttttt taaaaaaggt tatcttcaam 39180 

cattmccctt aaatcaaaga ggaaattaaa actgtaacaa aaataatttg gaaaatattt 39240 

tcaattttaa tgttgagagt aaattacttt ttaaatktat ttttattttt tgaaaaatgt 39300 

taagttgtaa aatacatata acaaaattta ccatcataac catttttaag tgtaacgttc 39360 

agtagtgtta aatacattca tactgttgtg caaccaatct ccagaattat tttcatcttg 39420 

caaaaactga aagtctatac atattaaaca atgccccatt ccccccaccc cagtcagatt 39480 

tttaatttaa aaatacaagt ggaagttcta atattttcta tctatccctc tatctataaa 39540 

gttgggggcc actgaattcc agattgctgc ttgcatcttt ttacttctga gcatcatggc 39600 

ctctgggagt ccgttaagca actggagccg ggtagtgtga caggctgacc ccaaagctgt 39660 

gtgtcagcgt caccggactg gttgatgttg cagcctcacc tactgccctg agtcagtcag 39720 

ggttctggca aggaaaggag aatgcctgac cagcagctgc aaacccttct cccttttggc 39780 

agcaatcaaa agattttgag gaaatctaaa atagctcctc atcaggaaaa tgtggaagcc 39840 

cctccagctg ggatcttccc tggtgggctt gtgagcctgg ccatctggga atagagacac 39900 

tagatagcac tcatacactc ttcacaaaac acattatcac atggaatgtt ttgaacatct 39960 

gggtaaacca ctactttcat tttatagcta agaaaactgg ggtttgagat gtttgttaat 40020 

taacatgtta ctccaacact gtaatgaatg aactgagata aagtcagcag atgtgtgcac 40080 

gggggaccca gtgattttct gcttttctca cttccctgaa cctcctggca aggaggacag 40140 

ggtatacagc tttaacaaga atattccact ttgggtgggt caagtaagca aatgtggatt 40200 

tcacttctgg ccctgaagaa tccaagcaac tagtagaatt tttgtttatt cttaaaaatc 40260 

ttattgtaca aaaattcatt gaattatact cttaagtttg aggcactcaa ttagaaagtt 40320 

aatcggaaaa aaaaaatctg tttaaccctg agtatccctc cctaaaatta cttaaagcct 40380 

agaataaagg tcagtttaga caaattatga attggcaaat atggtgttag caaccctagt 40440 

ctcccagtat tgagccccac ccattctcaa gagtactgct cagtggtgac ccagcatcct 4 0500 

cactgtcccc ttcctccacc cctccttatt aatatttagt gagactatct gaaacttatt 40560 

aagtaggaaa ccctagagaa ggttagagtg acttgacctc caaatcaggt tttatttgta 40620 

tgtgttttta atgaaatggg gtcttgctat gttgctcagg ctggtcttga actcctgggc 40680 

tcaagggatc ctcctgcctc acttcccgag tagctgggat cacaggcact agccaccatg 40740 

cctggctcaa tgccaggtta atatagcgct tttgataaac tgtcaactat aggaatagag 40800 

ttataagcgt gaatctgcca gttggtacaa tgtctagcag gaaacggaag gcgtcgatag 40860 

gatattcctt aggaatgttt actagacaga ggtctacttc ttccatggca atgtttcact 40920 

tccaaaactt gggacctgtg atttggtaac tgttttttgt cctgcttctg ggcagtgaat 40980 

ggaaggaagc ctgagagata ctagttatta tactggacta gttataataa cagatgtctt 41040 

gcctatgata atggatacta ggtataataa tagatgcctt gcttgtttag ctcatttaat 41100 

gcaaagacct tgagaagtag atactattat tcctattatt cttatttgca aatgaggaga 41160 

ctaaggctta tatgtattaa gtaatttgcc caagggtaca cagccactgt agtttggaat 41220 

tgggaatatt aggattttgg cttatgagga caatgagcag aatatgtaaa attgggactg 41280 

attgagaaaa tcctggaggt attgttactt gccttggaga aacaactttt tttttttttt 41340 
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tttgagacag agtcttactc ttgttgccca ggctaaagga caatggcacg atcttggctc 41400 

actgcaacct ccgcctcctg ggttcaagcg attctcctgc ttcagcctct gaagtggctg 414 60 

ggattacagg cacccaccat catgaccagc taatttttgt atttctagca gagacagggt 41520 

tttactatgt tggccaggct gttctcaaac tcctgacatc aggtgatcca cccgcctcca 41580 

gcctcccaaa atgctggaat tacagtgttg agccactgca ccctgccgaa aaacaaccac 41640 

tttaagatgt tagattccag ccaagtgaag tggctcatgc ctgcaatccc aagcactttg 41700 

ggaggtcaac ctgggcagat cacttgaggc caggagttcg agntcagcct gggnaaantg 41760 

gtgnaactcc gtctctanta naacatacaa aaattngccc ggcatggtgg cacgcacctg 41820 

tactcccagc tactggggag gctgaggcag gagaatctct taaacctggg agatggaggt 41880 

tgcagtgagc tgagattgca ccactgcact ccagcctggg cgacacagcc agactctgtc 41940 

tcaaaaaaaa aaaaaaaaaa aaaagatgta agattccaaa attgttctac aaagtscaag 42000 

gacacacaca cactcctgtc tgggtcaaaa tgtatattgg caagctgggg ccctggcagt 42060 

tttcttacgt ggatcatagc aaatgctacg tggcttagca gccaaacttt acaatgagga 42120 

caackgacaa atcctagcca ggcagagaag atgtggaaga ttgtcagtgc ccaggtgatt 42180 

ctttgggctt aatactccag gaaagggtca tttccattag ctctgaggct gtcttcttat 42240 

ggccagatcc actatactca cttcattccc ctgcacgata tctcggcatg gagggggctg 42300 

gggttcagaa gtccacactt gcagggaagc cagaggtttg ggcaggggca caggaagaaa 42360 

ggtctgttgc accatggtgc tgacccgtga ggcactccag gggcagggct gaggctcgca 42420 

gggacaggtg ccactgctgc tgggctcctc accacccaga gcaggacttg gccaagtaca 42480 

gcaagcacca caagggggag cactgggaat ataaacaaga agaacaaagc ttgtttatat 42540 

tcccatttat atttatttaa tattacatta tatataaata tatttattat attacattct 42600 

aattgcagag atgccatcct gcgtctcggc aattacaatg taactcaacg ggaacattta 42660 

acttgacata caagaattgt actttcttgc aatgtttaag gatatacaac aattaaagac 42720 

agcataaatg aaagaattaa aatgtaccag ctttataaac tgtaaagccc actttcccca 42780 

tgcaccagtg gatgagaatt gaagacagac ttaccggtaa ataggtaaat cacagttgtt 42840 

cccagatcgg gatggcatct tcattgtcag gtcacccaca cctagagtaa tgtctgtcac 42900 

atagcaaaca ctcagtaaat acttagtgaa caaatgaatg aacagatgaa taagatttac 42960 

agtcttcaat aggaatcaat cagtgctctt ttcttaaact aaacagaaag ctttggggag 43020 

atctgacagc tgcgaggcac ctgaaggaga aagaatgaaa aagcagttta gaatgtgtac 43080 

atttcaaagg gtgaaatcaa ctaaggtgca catagatcat gaaatggaaa ttggactttt 43140 

gtttctactt ttaactagga ggccctgaaa cttctgaatg aagttcaaga acatctggag 43200 

gaagaagaaa ggctatgccg ggagtctttg gcagattcct ggggtgaatg caggtcttgc 43260 

ctggaaaata actgcatgag aatttataca acctgccaac ctagctggtc ctctgtgaaa 43320 

aataaggtaa gagaaaaaga gagctcaaga tttcacagtt cttaaggcac ctatttcagc 43380 

ttactttttt attaatttat gttaatattt agaacggaga tgcctgatct gataggggcc 43440 

ttttgctttc tagaatctaa tactaatgtt tacataccat cacctgtgta tacgcaattt 43500 

ataaggtaga gcaccattca gtggtcactg aatgcatctc ttaaaatatc ctggctttct 43560 

gccttgtatt tgttatttgt gaacatgttc ccactagata gtaagctctt tgagggcagg 43620 

gatcatatct tatttgtctt cacttatgca ttggtggcat ccagtaaatg tttaccaaat 43680 

tgcatttgga atcatagcat tgcagtctct gatttcaatc cacattaatt tttccttctg 43740 

gaggccaaat atttaaagat actctctgcc tcccaaatct taccttcaac atgcttgcct 43800 

ccttatgcat aacacacaca cacacacaca cacacacaca cacacacccc ttcatgtccc 43860 

cttttgccct acccatgtat gtagactggc atgttttctt ttttgtaccc tttggttatc 43920 

ttctgagcag agggatcaca gagggtggtg acctgaatag gatgagctct gccccactaa 43980 

cggctccaat taagctagat ttttctcccc cttcaagaag tgagctgaat acaaaattga 44040 

gtggaatttc acgctccata ttagagcaca tactaattag ggtatgctcc tggcttggca 44100 

atgccatact caattacaaa gggagcaact actaagataa tgaatgcgcc aagttaattt 44160 

gcctccacta ttaattgcat ctgctctatt tttagagcta ctgtcgcctg ctaatacacc 44220 

agaatatggt gtaatcagca ccagcaggaa gtcaggagat atggggacca ttcccatctg 44280 

ggtcagttgt gtgatcttat gaacatttct tggggcttta aaggtttgtt tttgtggatg 44340 

aagagtcaag taaacagaag ctggtagagg gagaggcaga caatccaccc aaattctttt 44400 

ctttattttt tttcatgaga cagggtctgg ctcttttgcc ctggctagag ggcagtggtg 44460 

ccatcttggc ttactgcagc ctccacctcc tgggttcaag tgattctcct gcctcagcct 44520 

cctgagtagc tgggattaca ggcgcccacc accacgccta gctaattttt gtatttttag 44580 

tagagacagg gttttaccat gttggccagg ctggtgacct caggtgatcc acacaccttg 44640 

gcctcccaaa gtgaaaactt gaccttttta ggctattggt gggcaatgta aaccaggaga 44700 

aatttcagat cctgtttcca taggcaaagg caaagtcagg tataagaggg ttaagaaatt 44760 

atcttaaagt taattgcctc atactagctt gcccagaatt attattgatt tgaaatgact 44820 

actgtaagtt gactttaaaa tttgcaataa gaaatggtcc agggccgggt gcagtggctc 44880 

acccctgtta tccctagcac tttgggaggc ctaggcatgt ggattmcctg agctcaggag 44940 

ttcgagacca gcctgggcaa cacggtaaaa ccctgtctgt actaaaatac aaaaaaaatt 45000 

agccaggcat ggcggtgtgc aactgtaatc ccagctactc ggaaggctga gacagaagaa 45060 
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tcacttgaac ccaggaggcg gaggttgcag tgagccgaga tggtgccatt gcactccagc 45120 

ctgagtgaca gagcaagact ccatctcaaa taagaaagaa agaaagaaag agagagagag 45180 

agagaaagaa agagaaagaa agaaagaaag aaagaaagaa agaaagaaag aaagaaagaa 45240 

agaaagaaag aaagraagra agaaagaaag aaagaaagaa agaaagaaag agagaaaaga 45300 

agaaagagaa agaaagaaaa gaaaaagaga aagaaagagt tgagaaagaa aataattttt 45360 

tattccattt ctgtccccta ctctactcca cagattgaac ggtttttcag gaagatatat 45420 

caatttctat ttcctttcca tgaagataat gaaaaagatc tccccatcag tgaaaagctc 45480 

attgaggaag atgcacaatt gacccaaatg gaggatgtgt ymagccagtt gactgtggat 45540 

gtgaattctc tctttaacag gagttttaac gtcttcagac agatgcagca agagtttgac 45600 

cagacttttc aatcacattt catatcagat acagacctaa ctgagcctta cttttttcca 45660 

gctttctcta aagagccgat gacaaaagca gatcttgagc aatgttggga cattcccaac 45720 

ttcttccagc tgttttgtaa tttcagtgtc tctatttatg aaagtgtcag tgaaacaatt 45780 

actaagatgc tgaaggcaat agaagattta ccaaaacaag acaaaggcaa gtattaaaag 45840 

attactttta . cttagaggtt tacactaaag tcaagttttg tttagcttca gaaatggtag 45900 

acatttctga gtcacattgt atagcgtttc ttgaagagac aatttatgga aaatgtttca 45960 

gagcctctta aaagaagctt tgaagtctgc taaacactat ccctcttcca tcatcgttga 46020 

gaactgaact ctttctagag caaattttca aagcagaaag aaaaaatgct aataggttga 4 6080 

gaacttgaaa aaaaaaaacc agttccctca tttattattt. ctttatttat tttattttgt 46140 

gacggagtct cactctgcca cccagcctgg agtacagtgg tgtgatcttg gctcactgca 4 6200 

acctctgcct cccaggttca agcaattctc ctgcctcagc ctcccaagta gctgggacta 4 6260 

cagttgtgca ccaccacgcc cagctaattt ttttgtattt ttagtagaga cgggggtgtc 4 6320 

agtatcttgg ccaagctggt ctcaaactcc cgacctcagg tgatccaccc gccttggcct 4 6380 

cccaaagtgc tgggattgca ggcgtgagcc accatgcatg gccatttccc tcatttatta 46440 

aagctcatgt agatgctcag ctctattctg ctaaagcatc agagagcttc tttaaaattg 4 6500 

atctggaatc ctcaactccc agtttgagaa gcccactctc acatataacc agagcaattt 4 6560 

agtgccctcc tctgaatcac tacaatcatt ccttaaatca taaaatgtat gcataaaacc 46620 

acaaaaaatg ctcataaacc ccaaactaca gaaatattag ataagaattg ccttctacca 46680 

acactaatca tgcctcatgg catccatgtt ggagacacaa tgctgcttta tgttttaagg 46740 

cggcagatat cttctgtggg cttctatgga gtaagttaga taccgcattc gagaatgaga 4 6800 

attgccacga gggtcaagtg taggatctgc atttcctttg tcactgtatt gacccctaag 4 6860 

ccaggttgaa ggctgctccc ctctgagatg aaaaataaaa tgggctcctt ctatctattt 4 6920 

ttctttttct tttttctttt tttttttttt tgagatggag tgttgctctg ttgtccaggc 46980 

tgtattggtg tgatctcggc tcactgcaac ctctgcctcc tgggttcaat caattctcct 47040 

gcctcagctt cccgagtagt ggggattaca ggtgcccgcc accacgcctg gctaattttt 47100 

gtatttttag tagagacagg ggtttcacca tgttggccag gctggtctcg aactcctgac 47160 

ctcaagtgat ctgctcacct tggcttccca aagtgctgga attacaagca tgagccacca 4 7220 

cacccagcca gccaccacac ccagccagcc accactcctg accctatctg actatttttc 47280 

aattatatta gctgtagctg gcaacatctg aatcagattc tcaaaatcgc catgacatta 47340 

cataactggc ctctacatag gagaggttta cctttcagaa actgaagcta ggaaacagtg 47400 

cattacatcc ttcaggtgcc atcgttccat gaacagagaa cagccatcat tactggaatt 47460 

gttgggttct atttcagagt ccagtggact ttttttataa gtcaattatt tggtctggta 47520 

gtccattctg aggttgcaaa ttcatcaaat attcaggata aacaccaggc gagtagacta 47580 

aatctatcca ggctgggtgg tattaagtga ttttagcctg actgtttaca tggatatcaa 47640 

ctgtcttgga ataacactga gaatatgttc attagaacaa aagggctcct cccctccatg 47700 

ttgtgtagca gccttacaca agcattggtt acattcccat gtgcacagga ctgtcagtag 47760 

tgattcagac atgccacaat ctagataatt tttcaaccac tgtaaccccc tcccacacac 47820 

cagctacgaa cataggtttc cactgtctgc caccattgcc ttctcattca cacagctggg 47880 

ggccagccct actctcagct gcctcacacg caccctcccc agcccctctg cgccacttcc 47940 

atctcagtga tgacctggaa agccaaggtc ccctgtgaat gcaaatagta aagacaaaaa 48000 

caaaatagca accaaaaaag tctgtgttac actattgtac tcttctttct ccagtatccc 48060 

tcccctagcc agacagtaca cagaagctac cgcagaggag acactgtctt cccagatgag 48120 

caaatgtgga ctgtttatca agaatagtca ggcaggcgct ctacagcact tgaatgtggt 48180 

ttccatcact tttctggaca ggtagttggt gaggaataag. cctactgccc ctagaaaatc 48240 

tgcctaatga cttgacactt tgagttttgc cccttgtggt aggcaaaata atgactgccc 48300 

acaatatccc caccctaatc cccagaacct gtgaatttat gttatgcggc aaagggaaag 48360 

taaggatgca gatggaaatc aatttgttaa tcaactgact ttatttttat ttatttattt 48420 

tttgagacag agtcttgctc tgtcacccag gctggagtgc agtggaatga tcttggctca 48480 

ctgcaacctc cacctccggg gtttaagtga ttctcctgcc tcagcctccc gagtagctgt 48540 

gattacaggc actcaccacc atacctggct aatttttgta ttttgagtag aggcagggtt 48600 

tcgccatgtt gtccaggctg gtctcgaact tctgacctca aatgatccgc ccacctcggc 48660 

ctcccaaagt gctgggatta caggcatgag ccatcatgcc cggcctcaac tgattttaaa 48720 

atagagagag tatgctggat tatccagatg gattcaatgt aatcacaggg tccttaaaag 48780 
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tggaagaagg aggcagaaaa gaattaatag tagcagccac aagagaagga cttggctcga 48840 

ctttgacgac cttgaagaca gaggaagggg ccaggagccg agtaatgtag gtggcctcga 48900 

ggaactggaa atggtataga aatgaattct cctctagagc ctccgcaaaa aactagccct 48960 

actgacatct tttttttttt tttttttttt tttttttttt gagacagagt ctcgctctgt 49020 

cttcaggctg gagtgcagtg gtgcgatctt ggctcagtac aacctccgcc tcctaggttc 49080 

aagcgattct tctgcctcag ccacctgagt agctgggact acaggcacgt gccaccacgc 49140 

ccagctaatt tttgcatttt tttttttttg agacagatga catcttgatt ttagcctagg 49200 

gagacccact tcagacttct gacctaaaag accaaacaat aatgaatttg tgctgtttca 49260 

agccactgaa tctgtggtag ctgtagcaga gctaataata atagtaactg accaacattt 49320 

actgagcaag ttccgtgtgg caaccttcat ggatgggcct tattggtcat gattgtttaa 4 9380 

agggccaaaa ttagaaaaat agctaacact gaattatgaa caccaggaaa aggagagcgg 49440 

aaataaaaag aatcagaaat atcttgataa ttaatgctat ttttgttgag tataggttca 49500 

ttttgttctc atatttcttt cctaccttgg tctttctgga cctcagttcc tgaatctgtt 49560 

gaaagcgaat aggtccagga aagtagctct tggaattatc ttcatttgcc ttatgaatcc 49620 

ctggaaggaa cagatgagat tgagttctac tgtagcttga cccgtgcggg ggccgggaga 4 9680 

cctggttcta atgctgcctt agagagtgtt agttaacatt aattttcgcg tgggagaaac 49740 

agacaggcag gtgggagagt agatgattta gctcagtgac tgcactggaa gtagctccct 4 9800 

ggaagggttc tgaggttctg tcaaggctag actaagcgag gtgatggatt gtgctgtggc 49860 

tgcaggatgg ggaattagtg tcatatgggc ctagaatttg tcatccttgg tgtacatacc 49920 

aggtattaat ctagatgcta gagataaaat gatgattatg acacagcctc tgacttccag 49980 

gagctcagtc cagagaaagg aaaacagatt agtgaacaat tacatcacca tattgtgggt 50040 

aaaatggcag aagaaggtat ggaagaatga caagattaaa atggcaagac caagtccctt 50100 

ccctcaagag gcttacagtc taatggaaaa gataagaaag caaacactac ataaagcagg 50160 

aattaattct acactggaaa ttctcacagg gggctataca gggcaaagaa gagggtccag 50220 

gaaagcagct gggagaaact gactttctgg tcaccaaagg ggatgggtgc cttacatgcc 50280 

attctatcaa acagtgcttc actgttttta aactatggac tttgcaattt atctcaaaat 50340 

aaaacgtttc atttttaaat gctgaggatt taatatgaca gaaaatcatc aggttgtaaa 50400 

ttagtaatac atgtttccta atgtcaaaca ctctattggg aaccgccaat tttctgttgg 50460 

atagacttct cttttacaca tttttatatg gattgttaat tctcctaggg gaaaaaactt 50520 

ctcaaaactt gattggcttt agatattttc ctaaatcttt gaccccctgt tcataacagt 50580 

atatgcatct ccacacacac atactcgcac acatatgtgt gtatatatat gtgtgtgtgt 50640 

gtgtgtgtgt gtatatacat atatatgaga aatgcaaaaa aagaatagta ataaaataac 50700 

cacctatcac ccactttaag aaacagacat ttctaatatc tttgaaactt cttcccaatt 50760 

atagctttaa aaattaatta ttaaagagtt ttttaaaata cagaaaagtc caagagaaaa 50820 

agtggttcac aatcacctat ttacttaatc ctattgacat cagaaatact aatgatataa 50880 

gacaaatgat ttttaaagta atcaaatata taaaagaaca aaataaatga aagctgccct 50940 

ctcctacctt atcaactccc tcttctaaaa gatagttatt aataattctt catgactcct 51000 

cctagaaaat aaaattacat gcattaatat atgtgtgtat atactactaa taaatttcta 51060 

gtaatgagat tcttggattc aagagtgtgc aatttttaat agctgttcag ttgtcccagg 51120 

aaattattgc accaacgtgc atttctgtgt ctaaatatag gaaaaagggc caggggcggt 51180 

ggctcatgcc tgtaatccca gcactttggg aggccgaggc gggtggatca tttgaggtca 51240 

ggagttcaag aaaccggcct ggacaacatg gcgcaacccc atctctacta aaagtacaaa 51300 

gattagctgg gcttggtggc tctcacctgt aatcccagct acttgggagc ctgaggcagg 51360 

agaatcactt gaacccggga ggcagaggtt gcagtgagcc aagatcccgc cactgcactt 51420 

tagcctgggc aacaagcaag actctgtctc aaaaataaat aaattaaata catacataca 51480 

tataggaaaa agattttgaa agcactggta agaaaaagct gcggcattgt ctccacttct 51540 

tcaaagtgca aactcttatg acactaacgt gtaaatgtta tgttccctgt agctcctgac 51600 

cacggaggcc tgatttcaaa gatgttacct gggcaggaca gaggactgtg tggggaactt 51660 

gaccagaatt tgtcaagatg tttcaaattt catgaaaaat gccaaaaatg tcaggctcac 51720 

ctatctgaag gtaaataatt gctattttgt tttttattct actttaagtt ctcaggtaca 51780 

ttttgttata aagtttcggt gccacaaaag aaatagcact cgaatataaa attttctttt 51840 

taattctcag caaggaaagt tacttctata gaagggtgcg cccttacaga tggagcaatg 51900 

gtgagcgtgc acttgccaag ggaggggaag gggttcttaa ccctgacaat gcacgtggcc 51960 

cctgctgctg tgtggttccc ctattggcta gggttagacc gcacaggcta gactaattcc 52020 

cattggctaa tttaaagaga gtgacgaggt gagtggtctg gagggaaaaa tggttatgac 52080 

agagcatgta atcggaatga atcagggcgg agcgtgtaat cggaatgaat cagggcggag 52140 

catgtaatcg gaatgaatca gggtggagcg tgtaatcgaa aaaggttgct ttacgaggaa 52200 

attaagttta aaagtagaag gcaaagaatt gaacatactg acatactgat tctttggaaa 52260 

gaaatttaga actcacatct aacaattttt tagggtttct ttagtattct ggacagagga 52320 

caaaatctca ttctcacaag catagtggat tcatttgctt tcctccaagc acttttttgc 52380 

aggctcattt ccatctgggg gcgttcaatg taggtttata aactggtgtt ttgtttgttt 52440 

gttttatgag acagagtctt gctctgttgc ccaggctggn gtggcacaat ctcggctcac 52500 
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tgcaacctcc acctctcggg ttcaagcaat tctcctgcct cagcctgcca agtagctggg 52560 

attacaggca tgtgccacca cgcccggcta attttttttg tatttttagt agggacgagg 52620 

gtttcaccat attggccagg ctggtctcga actcctgacc ttgtgatccg cccacctcgg 52680 

cctcccaaag tgctgggatt acaggcatga accaccgtgc ctggcctggt ttataaactt 52740 

ttattattcc aaagtatgtc attctttcac tttctttaat tccctaattg ttcttgtgat 52800 

tttttttatg attaatgacc aaacactatt gtgtgcaaaa gaaaaacctt gagcaaatta 52860 

gcgcaactcc ttccttctta ccgcaagcaa aaagaacccc tgcccccaac catgaaagaa 52920 

acctttcatt ctgtaaatca gtgtttagac aagtgaaata tttttttgaa agtggcattg 52980 

gctctttccc attggtgggt taatgaacta attagcattt aaatagggaa agtggcttct 53040 

cctcccaagc cccaggaatc cttttccctc cctttctagt tccttcccca ggaaggaaat 53100 

cattctccct ttcctccatc cctcccctca ttccctttcc cttctccaga ctaaagtcac 53160 

tcctccaacc ccaccagggc caaattacaa cttttcttac ataaaacaag agcttttgat 53220 

tcctatgctt ctgcatttta tctcactaaa gccctaaggg aaggaaattt tcaaagtgtg 53280 

actaatggct tacagtagga aattggaaga tacagaaggg acagaaatca acatgtcagt 53340 

aaattctaca acactagcta gagatttggg gcaagtcatt tatgctgtct aggcctcagt 53400 

tgagtaattt gtaaataaag gacccaagat aatctttggg ttctaacaaa attcttctgt 534 60 

aaaacagtgg tccccagcct tctggcacca gggactagat tcctggaaga caatttttcc 53520 

aaagatggtg gggcaggggg cacgtttggg gatgatcatc aggcattatt ctcctaagga 53580 

gcgctcaacc tagacccttt gcatgcacag ttcacaatag ggtttgtgct cccgtgagaa 53640 

tggaatgcct ccgctgatct gacagcaggc ggggctcagg cagtcatgct tgctcacctg 53700 

ccgctcacct cctgctgtac agctccgttc ctaagaggct acaggctgat atgggtccgt 53760 

ggcccagggg ttggggaccc ctgctataaa ggaagttcag aaaaatcaga ttataattct 53820 

gatttttata aatcagaatt tataaaattc agattataat ttactaccaa gtaatagctc 53880 

ttttgccctt aacttcccac agtgaagacc actggagtaa tttatatcaa cgcaaagaac 53940 

aaaaagcatg gtcagtggaa actcctgccc ctcccttggc tttctctcct caatctaaca 54000 

gtgagcaagt tgcaacaaat cgcgccgttc agagaaaagg gaggatggaa ttgttacaac 54060 

cgtttctgtc gcccaggctg gagtgcagtg gcgcgatctt cgctcactga aacctctacc 54120 

tcctgagttc aagcgattct gctgcctcag cctcctgagt agctgggatt acaggcacgc 54180 

gccaccatac ctggctgatt tttgtatttt tagtagagat ggggtttcac catattggcc 54240 

aggctggtct cgaactcctg acctcgkgat cctcccacct cagcctccca aagcgctggg 54300 

attacaggtg tgagccatcg cgcctggcca acaaattgtt acaatgttaa acaacataat 54360 

atcctaaaca tattggcttt taaagtatca ttagatacac cacaatacta ataaaggtta 54420 

cctttgggtt ttaagattaa agatgatttt taaaaatact tctttctgta ttttccaaac 54480 

tcttaaccat aaacataaga tattccttga cttaggatag gattatgtca caacccatca 54540 

taagtttgaa aaatcataag ttgaaccatt gtaaattggg gaccatatgt acatgtatgc 54600 

atatatgata ttaaaaatta ttagacgtct ttaaaatttg actttttaac atattacttt 54660 

tatttaatca ccttgctcaa ggagcctgta aattacatat taatattctc cattatgaaa 54720 

taagtctttc cattgtgcaa attaatgcat tgcagaggtt ctaaacatct atatgctttg 54780 

caactcgaaa ggagtaagtt tccctttcta atttttttat tcaattaaat aaaaaaatga 54840 

gtttaataga gtctattaaa ttagatcatt attcggagtg gttagtaaac ctgtttagag 54900 

tcgacaacac tccctttctc tctttttttt tttttttttt tttgtgccag agtctcgctc 54960 

tgtcgccgag gctggagtgc aatggcacga tctcggctca ctgcaacctc cacttcccag 55020 

gttcaagtga ttctcctgcc tcagcctctc gagtagctgg gattacaggc aaccgccacc 55080 

atgcccagct actttgttgt atttttagta gagatggggt ttcaccatgt tggttaggct 55140 

ggtggcgaac tcctgacctc aagtgatttg cctgc.ctctg cctcccaaag tgctgggatt 55200 

acaggcgtga gccaccatgc ccagcccctt tctccttttt aaatatcacc agcctgggtt 55260 

ctttgttctt tttgttttgt ttygtttttg tttttgtttt ttttgagacg gagtcttgct 55320 

ccgtngccca ggctggaggg cagtggcaca atcttggctc agtgcaacct ccgccttctg 55380 

ggttcatgcc attctcctgc ctcagcctcc tgagtagctg ggactacagg cgcccgccac 55440 

catgcccggc taaatttttg tatttttagt agagacgggg tttcaccgtg ttagccagga 55500 

tggtctcgat ctcctgacct tgtgatccac ctgcctcggc ctcccaaagt cctgggatta 55560 

caggcttgag ccaccatccc tggcctccag cctgggttct tattgacact gaattctcaa 55620 

gttagttggg ctagtgagga agtcaggtta cacgggccac agaacaagaa caaggattgt 55680 

tctttctctc tctcttccac ttcattctct gtcagcctct cccgacctca gtagttggtc 55740 

ttttctcccc cttcttttga aagcagagtc cattatacaa atggacttgt ttacttctcc 55800 

acatccctct tgtgcaaatt ttctgccatg gacacctcta ccccacctta gaatgtatat 55860 

tagacaattt tgacatctag aatgtcttgt tgggcagaaa agcgtttgga aagcgttgct 55920 

ccaggtagct ctgattacaa actggacctt ttcgcggggt tacctagagc agttgagagt 55980 

gctctttctc ctggccaggt gcagttgctc atggctgtaa tcccagcact ctggaaggcc 56040 

gaggcgggcg gatcacctgc ggtcaggagt ttgagaccag cctggccaac atggcgaaac 56100 

cccgttctac taaaaataca aaaattagcc agatatggtg gtatgaacct gtaatcccag 56160 

ctactcagga ggctgaggca agagaattgc ttgaacctgg gaggcagagg ttgcagtgag 56220 
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ctgagatcaa gcctccagcc tgggcctcag agcgagactc tgtcttgaaa aaataataat 56280 

aataataaac agataaataa aatttaaaaa aataaaaaag gagtgctctc tctcctgaac 56340 

tgctgactcg aggactctct cagcctgttt tatcatttgg aagaggaaat aatatatctg 56400 

cttcgtacac atctttagaa gtttaaataa aatgtctgaa atatcaatga ttctcattat 56460 

tcaaatattt gttttttaag tcacagttgc aaggttatat acagaagcat aggtttttat 56520 

aacagaaaaa tagacactta atatactgac ctcttacaaa aatagtcctg ctcaagcatc 56580 

ccatctatgt atcattamca tctatttctt tctacccagc taaaatagtt tattaataat 56640 

ccttgaatgt cacaagtnga atacagaata aatcagataa tacattaaaa tgcacctgat 56700 

aatcaatatg caccagataa tggacacagt atacatcaga taatacagta caaattcaat 56760 

gaaagtttag tgttgcaaag gtaaaatgta aagaatgtcc taatgtgctc ccatgctgct 56820 

taaaactgtt attataaatt gctttttatt ataaatatat aaagaatgat gtaataggcc 56880 

agccatggtg gctcatccct gtaattccag gtctttggga ggctgaggca ggtgaatcac 56940 

ttgaggttag gagtttgaga ccagcctggc caacatggtg aaaccccgtc tctactaaaa 57000 

atataaaaat tagccaggtg tggtggtacg cacctgtagt ctcagctact ccggaggctg 57060 

aggcaggaga atcgcttgaa accagaagcc ggaggttgca gtgggtcaag atcaagcaac 57120 

tgcactccag cctaggtgac agagcgagac tttgtctcag gaaaaaaaaa aaattctcag 57180 

tcacctagat tgagaaatag aacattacca aaacagataa agccccactg tgttcccatc 57240 

cacatcacat tcactttatc tcctcaaaag gaaagtgcta ttttgaattt agtattaatt 57300 

atttccttgc atttcttcct actcatatca tgtgcctata tacatataat atatacaaat 57360 

gccgatatca tacatagcaa tgttttacat ttcgattttt gcattgtcaa tgtagaattt 57420 

ttaaacttaa aaacatgctt catacagccg ggtgtggtgg ctcatgcctg taatcccagc 57480 

attttgggag gccaaggcag gcggatcgac gaggtcagga gttcgagacc agcctgacca 57540 

acatggtgaa accccatctc tattaaaaat acaaaaaaaa atattagctg gtcatggtgg 57600 

cgcgtgcctg taatcccagc tactcaggag gctgaggcag gagaattgtt tgaacccagg 57 660 

aggcagaggt tgcagtgagc cgagatcgca ccattgcact ccagcctggg tgacagagcg 57720 

agactccatc tcaaaaaaaa aaaaaaaaag cttcatacaa acatgaaacg ggcacatgtc 57780 

tggctgggtg cggtggctca tgcctgtaat cccagcactt tgggaggcca aggcgggcaa 57840 

tcacttaagg ccaggagttc gagaccagcc tggtcagcat ggtgaaaccc cgtctctact 57900 

aaaactacaa aaattagcca ggcatggtgg catgcgcctg tagtcccagc tactcgggag 57960 

gctgaggcac aagtatcact tgatcccagg aagcagaggt tgcagtgagc caagattgtg 58020 

tcactgcact cctgcctggg taacagagtg atactctgtc tcaaacaaac aaacaaaaaa 58080 

aacaaagaaa agaaaaagaa aaaagaaatg ggcacatgtc aaatgttaat ttgactatgt 58140 

aacttattaa tgaaggaacc agcagggtgt tagagctggg tcaaagaagt ataagagaga 58200 

ctggagtgct tacagtcaag cagagacaga atgctgaaag gttatgaaat tagatatgtt 58260 

agttaatatt cgaaagggca actaaactgt aaatcttgcc attatctttt ctatcagacc 58320 

aaaataattt acatctctac tagacaaaca tttgccactt ttcaatccat aatctatggg 58380 

taatttcatg gagtctggcc ctaatcaaca gtaaatagta aagccaacaa aggatctctt 58440 

ccctagacct tgaagtgatc tttgggtgga ccccttagac aataatttag tatgacattg 58500 

agaggacacg caagcctggg cagcatagtg agacccgcct ctacaaaaaa attaaaaatt 58560 

agccgggcat ggtggtgtga gcctgtagtc ctagctactc aggaggctaa ggtggaaata 58620 

ccacttgagc ccgggagttc gaggctgtag tgagctatga tcatgccatt gcactccagc 58680 

ctgggtaaca gagcgagaac ctgtcttgaa aaaaaagaaa agaaaaaaga aaaagaaaca 58740 

aaaggaaatg cagccatttt ttttttgcct tatttccaag ttctggataa tttttctttt 58800 

ttaacaatat aaatattatc acttatgtat tcttttgcaa tatggctttt cactcagtgt 58860 

agtttgcaag gggttagcca tgtgaatgca tgctgctcta gttcattaat tcactgttgt 58920 

atgttggtct atgtaggcat atcacaatwt atycattccc tagctgaagt acatttgctt 58980 
tcaaggtatt gctattataa acaaatctca tacctttaat caaataataa ttttgtctct ■ 59040 

tcaatcagct ntgatttact ttgttcnaan acnaagcaca caactataat tanaatttca 59100 

ttactgataa atataaaata ttttccaaaa catcacaaat cttttntnnt ncactattta 59160 

ctatacactt tnggtctnaa tttaaagcgg cttcactata tgtggttctt ttcctctctt 59220 

cccatactaa ttactggtac tggacatata catccaaaat caaatagtar tgtccttttt 59280 

aagggataaa tgggatgtga tgtagaaggg gcatagtagg gacttcatct gttttggcaa 59340 

attttttctt aatataggtg gtaggcatgt ggaatttata acaaaagttc tgtctccagc 59400 

ccagtttctg ttacataaaa ccatataatt aacagttaaa ctggatctgg tttgacacag 59460 

atgtagacga tattaataat tactccagaa caacaggcat aactaaaaac taccacaggc 59520 

aaaaggggaa aatagagaat gtaagggctg ggacttaagc ccatgttgcc cacctccaag 59580 

tttcatggac tttttccttc tccacattac tttcttctct gctagactgt cctgatgtac 59640 

ctgctctgca cacagaatta gacgaggcga tcaggttggt caatgtatcc aatcagcagt 59700 

atggccagat tctccagatg acccggaagc acttggagga caccgcctat ctggtggaga 59760 

agatgagagg gcaatttggc tgggtgtctg aactggcaaa ccaggcccca gaaacagaga 59820 

tcatctttaa ttcaatacag gtaaaggaga gacccaagag cagatacgga aatgacacgt 59880 

gcataccttg atttcactgt taatttactt atgaattgtg tctgaatttg aaaacaagct 59940 
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gtaggaggta ttcatatttc cattgtgatt gccttcaggc tgacttgatt taacgtagtt 60000 

catggtcttt agaaaacaag aaagtccata aagaaaatca atttaaaaca caaaatactt 60060 

tctaatctag aaatggctat ttctgcttag agttataggg ctataactga tagaggtaac 60120 

cttgaagaaa tatggccaat gtaggtttta ggagagaaga cttacaaata aagcaatttg 60180 

agttcaaaat ttgactctga aacttaccag ctgagtaagc ttgggaaagt acctcaacca 60240 

ttctaggcct cagtgttcca cctgtaaaat ggtaacaatc atagctatct taacgtgtac 60300 

acctataaag tgattagtat agatttctta tacaaaacaa gagctctgta aattatagct 60360 

cttattagtt gctgacacaa taaagccact gagttatctt gagaattaaa catttatatg 60420 

ttactcgtca cataaaaata cattgccagc tgggcgcagt ggcttatgcc tgtaatccca 60480 

gcactttggg aggctgaggt gggtggatca cttgaggtca ggagtttgag accagcctgg 60540 

ctaatgtggc gaaaccccgt ctctaccaaa aacataaaaa attagccaag tgtgatggca 60600 

cacacttgta atcccagcta ctcaggaggc tgaggcagga gaatcacttg aacccggaag 60660 

gcagaggttg cagtgagctg agatcgtgcc actgcactcc agcctgggcg acagaaggag 60720 

actctgtctc aaaaaaaaca aaaataaara catattgcca tcttaaattc cacctatacc 60780 

atgactccca gattcagtca ataacttttt gcataacatg caagtgactt ttcttcctaa 60840 

gacatccccc ctccaacaca cacacattac cttaatctac aaatgcgcca ggctagtgat 60900 

tcctgatgag gctggttttg agggttccca aaaagacttg gatacaaaaa ttactgggca 60960 

gagcaattga agatgcaata ttctgtgtgt agtatgttag gttatgttgg tgccctatcc 61020 

agatccctgg ggatcccttt taccagctcc cactggtgct ggtgctgctg ctaactgctt 61080 

atctctgaaa ctttctccca aagattgccc ttggagcact tatgccccag agcttcctgc 61140 

aggatcaggc tgaggctaac agtcatctga agccatatcc ttgcttagct tctttcactt 61200 

ctctagtttg ctttcctcat ccccttaaaa gttgcacctg agagcattct ttataaacca 61260 

cttctgtcag aatctcaggc actgcttcta ggaaattaga cttatggcat tctataatcc 61320 

agcatttccc tcttttttca aactacaaag ctgtggatca tgcctgattt gagaaataag 61380 

tttagaaagt cacagcaagc tcattaaaaa acaaaattaa aaaccataca aaaaatagaa 61440 

taggacaaag tagaaaatat tagcatgcat tgcatttcat aagtcatatg cacatcatgg 61500 

aatttcattt ccattttgta tgtgtatatg tgtgtaaaca tatatacaca tatgtagaca 61560 

tacgtgtgtg ttttgaatca tgatgtcaag tgtattcatt actgcagacc acagtcaaag 61620 

ggttttgaaa gccactgttc caatccctgc cagctctctg attctataac tctattagat 61680 

tacacttgag gaaggtaaaa taattcaata tatttgatca tcctcgcata tatagacttt 61740 

tagtttaacg aggaaaaagt cttgtattga agaataaaac ttgaagaaaa attttagcag 61800 

tgctttcaac ctttagaaat ctacagtcaa tatttagttg tttttaccat tgtcagtatt 61860 

ttctattctg tgctttgatt tacttccatt ctagtgtctc ttgagtaaca taacagattt 61920 

atctaaaatt ctttatgctg ataacaaagg cacttctata taaaaacctc cacataaaat 61980 

aaaattatgg ttttcaatta tacattttta taacaattat taccacttaa gagcatttac 62040 

tgggtgtcag gcaatgttct aagacttttt ccatatatca gatcatttaa taccctcaat 62100 

gaccctataa gggaagtaga attctttccc cagtttttca aatgaggcac agaggaggtt 62160 

aagcaacttg tctgagctca cacagctagt aaatggtaga actagaattc aaactcaagc 62220 

agtatttctc tagaatcagt gaacgtaacc actttgctaa actgcctgtg aagttacttt 62280 

tctcaaaaca gctcctattt caccatgtaa agaaaagtac aaacccataa aatagcaagt 62340 

gctgaagaga agccttatga aagaaatata caaat'tccag caagtgaaaa cggttgtggt 62400 

ccctggttgt ataatagtta catgggtgtt gactttacaa ttatttaaac caaacataaa 62460 

tactttatgc agtttttatg tatgttatac tcacagaaag agaagggaaa aatttttaaa 62520 

tcattctctt aaggttacat caagttgcgt atcagttcag ttccatttaa atgattcaaa 62580 

tcaaagtctg tgcatttgag aattcattaa gagagtaaca tacatgttat tcattaagag 62640 

taacataaat tttgcattga ttcttgccaa aatcacacct acaaccataa attgtaaatt 62700 

tctaggaaaa ctcagtacaa aacttggtgc aatgcaataa agtttgtggc acagacagta 62760 

atactcagca aacatcccac ctcctctctc atattttcca gctccccttg tggttaaacg 62820 

ttgccatgtg gcaagttctg gccagtgaag cgtgagcaaa actgaaaagg gttctttgta 62880 

gattgagaca gtgaagagcc tatgtgtgct catctattct ctttttctgc tgagggcaca 62940 

aagaaagtcc tgaaatcatg tgctacagct atgagataat gtgcctttgc ctaccaggct 63000 

tctcagtgtt tactggtgtg gagcccttgt aatggacaca taacatgaac aagaaataaa 63060 

tctttgttgc atgaagccct aggaatgcca ggactaatct gttacctcag cacaaaccca 63120 

ggcctatcct gactaaggtg gtattaaatt actattgaat gtgtattggg atttagtaaa 63180 

cttctactgt ataatccttc ttctgtaggt agttccaagg attcatgaag gaaatatttc 63240 

caaacaagat gaaacaatga tgacagactt aagcattctg ccttcctcta atttcacact 63300 

caagatccct cttgaagaaa gtgctgagag ttctaacttc attggctacg tagtggcaaa 63360 

agctctacag cattttaagg aacattttaa aacctggtaa gcagagtgcc tggttaggaa 63420 

tgccttgttg acaggaatag ttaattctca aaagggaaaa acaaaacttg tttcaaaata 63480 

cctggaaaac atgtttaacc tcattaataa agacatgaaa acaaacaaga tggcattttc 63540 

tgcctatcag atttgcaaat taaaaaaaaa cccaggaaat cctgatagga atgtgatgaa 63600 

atgggaattc tcatatatca tgtattggtg ggaacataat tggttttgca tttttgaaag 63660 
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ctatttgatt atgcatatga agagccataa aatttccttt tgatataata attccacttc 63720 

cgaaatcaat cctaaggrat aaatctaaat ttgatgaama ktctccctcc aagatctaga 63780 

tttgcagcat tatttaaata ttaaaagttg gccgggcgca gtggctcatg cctgtaatcc 63840 

cagcactttg ggaggctgag gcgggcggat cacgaggtca ggagattgag accatcctgg 63900 

ataacacgga gaaactgcgt ctctactaaa ataaaaaaaa ttagccgggc atggtggcgg 63960 

gcgcctgtag tcccagctac tcgggaggct gaggcaggag aatggcgtga acccgggagg 64020 

cagarcttgc agtgagcaga gatcgcgcca ctgcactcca gcctgggcga cagagcaaga 64080 

ctctgtttaa aaaaaaaaaa aaaaaaaaaa atatatatat atatatatat atatatatat 64140 

atatatatat atgttaaaca tactcttaat gtgtaaaaac aagagaatga ttaagtakat 64200 

tatgactaaa tacactcaat acattttatg aaacgttaaa aatattcaaa aaatttaaat 64260 

aatgacttgc taactacttt aacaagagct ttattatcag ctagtcttgg aggtaatagt 64320 

attatcatga tttttcagaa aaagatcctg aggctcagtg tccaaggtcc aatgaactac 64380 

tcaggtcgga ggtggtagag cagcatgtgg agccagttct ctctccgact ccatcatcac 64440 

actgcacggc ttcctgttaa gatatttgct caaaaaatgc gagatataaa aatctgggta 64500 

atatgatcaa ccttaaagaa taattacatt ttaaattatt catgagacct tgttagtagg 64560 

tcaccatcaa tgtgtaatta agccagatgt gacaggattt gttgcctctc cctttacttc 64620 

tgaattttgg aggccttttt ttttttctag ttgtatcagt cagccaacca atatcttttt 64680 

agcatctact aagtttagat acgggaactg gtactctgaa agagaaaatg agaaatttga 64740 

caagatcctg tccccaagga gcttcctatc caacaggggc acaagacaga tagatagaca 64800 

cacacacaca cacacacaca cacacacaca cacacacaca ctataaagca aggcaagatt 64860 

tagagagtgc acaggagtgg gctctgggag ttcaggggag ggtcgttcac attctggtag 64920 

ggaagatact tctgagctca gtatattccc tttctcactg tccttctatc ccctctcttc 64980 

ctctcctcct ctcttttcct ctttcttctc cctcctccca ctctgtcctc tccctttctt 65040 

tccttttttc tttctttctt tttttttttg agacagagtc ttgttctgtc acccatactg 65100 

gagtacagtg gcacgatctc ggctcactgc aacctcggcc tcccaggttc aaatgattct 65160 

tgtgcctcag cctcctgagt agctgggatt acaggcgcac accaccatgc ctggctaatt 65220 

tttgtgtttt ttagtagaga cagggtttca ccatgttggc caggctggtc ttgaactcct 65280 

gacctcaagt aatccaccca ccttggcctc ccaaagtgct gggatcacag gcatgagcca 65340 

ccacactggc ctcctctccc tttcttaaaa atacatcaat taattaaata tataaatgta 65400 

gatacacaca caggcagaat caaagtgtat aggttggaga ggagactgtt ccaaaagggg 654 60 

ggatggcatg ggcaaatacg gcaagaaaga gtagagcatc taggtactga gggtgctggg 65520 

aagtcctgct aaaaatacgg caagaaagag tagagcatct aggtactgag ggtgctggga 65580 

agtcctgcta aagtggtccc ctcccactgt ggggcctttg agtttccctg tgccagggta 65640 

cctgccctct gtgagtttga gttctttctt tggttgcaag caaccaagac cagctcagct 65700 

aaaagaaatg gatggatacc gactcatgag tcagagggga agctggacgt ctatgcccag 65760 

agccaggcag aaacgggtca ggtctagagt ctgggaggag gaaaccgatg gacagctgct 65820 

tcagggccca gcgctcaggg tgaagcagct gcagttgttt ttagtcctca gatcactctg 65880 

ctcaagatgt gacttgccag gaggaatctg gctggcccag ctgggacatg tgtgtctacc 65940 

tctagaccag gagagaggag agtcttggtt gacagtcccc atgtagtacc cctttgttta 66000 

ggttactgag tcatcaacag atctcagttc aaatagtcac ttcttcaggg gcaatatacc 66060 

ctcttctacc cataaactag gggcaacata ccctctctcc cctttcacac atgaccataa 66120 

caccatgtag cactcaactc ttgtaagttg acatttaccc atgtgactct ttatgaacgt 66180 

tcatctccat cccgagacct acagtccatg agggtaccac cgttctaggg tttttgctct 66240 

tctctttgtc agtggggact taggactctg cctggcacag ggcaaaccct caatatttgt 66300 

tgaataaatt aattaataaa cacgtgtaaa tgaatatcag tagactacaa caagagtaac 66360 

agtaggcgaa ggtggaaggc aaaggtggga agaggtcagg gctctgagtg ctgggctgtg 66420 

gagtctgagg ttcactctac agcgctggtg agacacgata ggttttagag aaaggaagcc 66480 

tcatgctggt gccccagtgg gtactgacta tgcatttgta gccaaatcaa agtatttccc 66540 

ataaagtcat ctatctcttc ccagttgttg ggacttccaa tggcaatggg aattaagata 66600 

ctgagtaatt gggagatcaa gcaaattatt tactaacaag gcacacgaag tgatttttca 66660 

caggcaatgt taatgttttt cttttttatg tagttttaaa attctaaaag taacaaaatc 66720 

acaactacca aacatttaga cgacaaaaat tatccataat cccaccatct taacacaacc 66780 

actattatca tttgttttcc ttattcacat tttctaccta ttttcttaga ttyccaagaa 66840 

atagaattac ttgtttagag gttattaaca tcttattgtt ctggatatat atatatatat 66900 

agctatatat agctaaattt aataacagca atgtctgcag taccactttc tcaaatgcta 66960 

actggcattt caattttttg agacagtctc tctctgttgc ccaggcagga ttgcagtggc 67020 

atgatctcgg ctcacggcaa cctccacctc ccaggttcaa gcgactctca tgcctcagcc 67080 

tcccaagtag ctgggattac aggtgtgcac caccacactt ggctaatttt tgtatttttt 67140 

agtagagatg tgtttttacc atgttggccg ggctggtctc aaactcctgg cctcaagtga 67200 

tccttccacc tcagcctccc caagggctgg tattacaggc atgagccact gcctggcctg 67260 

gcatttcaat ttttaaaatc ttcagtaata aatgaaaatt tttatcttat tgttataatt 67320 

tttatggttt tttattattc atgagaataa acattttcca agtttgttta ctgactgaat 67380 
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ttcttttttg tgcaccttac ttggtatcat ggataaaatt ttgtcaattt tctgattata 67440 

tcaatgcatt cagggtccca aacctgccaa agtttaaaga gaaagatact aagggaaaaa 67500 

ccaggaaaag atggtagaaa agaatcaccc tggcattttc aatcacgtaa acatttgcta 67560 

ggtgccctag ctgcaggtat acagctcact gaaacatgaa ttccaatttt atagggtgaa 67620 

atatatattt agaaccctct tctggaactt tcttctagtt atctagcatc ctaagtgcct 67680 

ggacgttcct gattggtttg caatgtgttt tatttcccat ccccaagttt catagctgcc 67740 

ggccctggga tctacagtca caggctgtaa cacaatatct tgcacatcct gagtctttaa 67800 

taagcttttg tagatgggct cttaccatca tcatcatcgt gaaaggcaaa tatacaaaat 67860 

ttgttgacta atgtaatgag tcatgagtaa cagaagttta ctgaccaaac actacgtgca 67920 

tgtagagttc agaataaaca ctttattatc acatcagagg aaaagaccat cttagaggct 67980 

caacaaccca ggaaagctgt gacgatttct tcaaattgtt aagaatatcc atgcatatgg 68040 

gtttcacatt attttgctac acacagtacc aatttttcca aaagccaaca gcaggtattc 68100 

tattacccat cctggacttt tactccaaga aaaaatacac tgagtctgtg agtaatttat 68160 

tagtattttg atcattgctg cttttttttt ttttttaagg taagaagatc taatgcatcc 68220 

tatatccagt aagtagaatt atctcttcat ctgggacctg gaaatcctga aataaaaaag 68280 

gataatgcaa taaacacagt tgcaggaaag tatgttagct atatactatg aagtactctt 68340 

agtttactta tgttgaatgg cttagctatt aatactcaaa ttgagttaaa atgaaaattc 68400 

ctccttaaaa aatcaaacgt aatatgtatt acatttcatg gtacattagt agttctttgt 684 60 

atattgaata aatactaaat cacctaggtg tctatgttct atcacatcta caaacatgtc 68520 

acttcctaat taacaaaatg ttcttccttt agtttgcttt tgcacttaaa atatatataa 68580 

ttgacttttt tggaaaaaaa tctaagattc attgctttgt tttgtaaaga ccaataggtt 68640 

ctgtatagtc tttttttaaa ttgtggtaaa atacacatgg cattaattta ccattttaac 68700 

cattttaaag tgcacaattt gtggcattaa gtacactcac gttgctgtgc aaccatcacc 68760 

accgtccatc ttcagaacct ttttatcttc ctaaactgaa actctgtact cgttaagcac 68820 

tcacttcccg tttccccatc ccccagcccg tagcaaccac gactgtactt tctatgaatt 68880 

tgactactct aggtactgca tgtaggtgga atcatacagt atttgtcttt tgcttcattt 68940 

tgttttgttt tttgttttct aagacagggt ctcactctgt cgcccaggct ggagtgcagt 69000 

ggtgcaatca cagtgtcctt ttgtgactgg tttatttcac ttagtgccat gttttcaagg 69060 

ttcatccatg ttgttgcatg tctcagaact tcctttttta ggctaatatt cttgcatgta 69120 

tttacctagt tttgcttatc cattcagcca ttgatggaca cttgggttgc ttccatcttt 69180 

tggctattgt gaataatgct gttttgaacg tgggtgtgct acatagttac tttttaaaat 69240 

tggcacaaca gcgctgtctt ttgacatacg tattttatgg aaaacacaag attttcctgg 69300 

ctgacgctca acctcataat ttggaccttg gtgcaacaca ataataggag agctatgtgt 69360 

cagtatatat cactaaggat tacaatgaga gtgtatacag tcagtattac aaattataaa 69420 

aagaaatgta ggccaggcac ggtgcctcac acctgtaatc ccagcacttt gggaggccaa 69480 

cgtgggtgga ttacctgagg acaggagttc gaaaccagcc tggccaacat ggtgaaaacc 69540 

tgtatctact aaaaatacaa aaattggcca ggtgtggtgg cgcatgcctg taatcccagc 69600 

tactcaggag gctgagatgg gagaattgct tgaacctggg aggcagaggt tgcactgagc 69660 

caagattgtg ccactgtact ccagcctggg caacagagcg agactctttt ttaataaata 69720 

aataaataaa taaatatata aaagaaacgt aatgaaagag agagaactct gaacttttaa 69780 

agaacttttc acccagtctt gatctatctg acagaaaggc ttgtcagaga aagttagagt 69840 

tcagaggcag ccaattgaat ataattaact ccaaatgaag ataaaccttt tctaaatcat 69900 

actgaaggct ataaaaaatg agaattatgt tatttttttt ttgagacagg gtcttactct 69960 

attgcccagg ctggagtgca gtggcatgat ctgggctcac tgaagcctga cctccttggc 70020 

tcaggtgatc ctcccacctc agcctcctga gtagctggga ctacaggtac taccatgccc 70080 

gtctattttt gtattttttt agtagagatg gggtttctcc atgttgtcca ggctggtctc 70140 

aaactcccag gctcaagcaa tctgcccgcc tcagcctcca aaagtgctgt aattacaggc 70200 

atgagccact gctcctggca gggaactaat agaatcctgg gttcttcggt gtgcaataaa 70260 

yctcaaatac agctattcaa ccatagattt taaatatttg ttagtgaagg tgacaaaaaa 70320 

ataagtgatt aagagaacct attttctatc caatgagcta tcaaaagctt atagagtgga 70380 

aagagagtgg gggaagtgag gctcaaaaca gctaaatgga aagaagattt tgcatgcagg 704 40 

ctgaactgga ttttcatcct ggctactata ttctccagat gtgtcacttt ggccaagatc 70500 

cttaatctca gtgtcatcta taaggtaatt aaagtacact agtgccccac taatctgtgg 70560 

ttttgctttc caagctttca gttacccgag atcaactgcg gttttaaaat attatgtgga 70620 

aaattccaga aatacatagt aagttttcaa ttgcatgcca ttaaatctca tgctgtccct 70680 

gaccccttcc tctccggagg tgaatgctcc ctttgtccag tggctccacg atgactacat 70740 

tccccaaatt gttctcttag gaaccctttc tgtgttcaag gaacccttac tttacttaat 70800 

tatggcccca aagcacaaga tagggatgcc ggcatactgt tataattgtt ctattttatt 70860 

attagttatt gttgttcatc tctacctgtg actaatttat gaattcaact ttatcatagg 70920 

tatgtaggta taggaaaaaa acatggtatg tataaggttc agtactatct gcagtttcag 70980 

acatcccctt ggggtcttgg aacatatccc ccgtggataa sgggaaacta ctgtaaaagt 71040 

ttgtstttta tagagtagtt stsagaacta cattaatcca taatgtgtgs ctcatgatac 71100 
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tcattgatag 
ttgactctca 
atttgtaaag 
cctcaaagga 
aagaatagca 
aaatgtacca 
aaatatacaa 
ctcttatttc 
aatatctttt 
cctgtgacat 
attttttgta 
aacatataaa 
tactccaata 
ttaagcatca 
tactggtata 
ttcttcccag 
tcagatctaa 
catcacactt 
gccagaatat 
tgnaggnacg 
ctnatggnta 
ctatcaagcc 
gcctagtctt 
ataacacaag 
aggcaggcag 
ccat 



atggtagtag 
aaaacgttaa 
ggaaggtttt 
aactgaaaaa 
aattgttatt 
aatggaatct 
gtttttcttt 
aatctacatt 
gttgatcaac 
caaattctag 
cataattgat 
agtaaaattt 
agttaacgta 
tgaccgtccc 
aatgcacctg 
tattcaggtc 
agcaccctct 
gtcactatct 
cagttctatg 
acatacaaat 
tnaccaacat 
aagatactca 
gagatgtgat 
gggccgggtg 
attacttcag 



caacaataaa 
ttttctgctt 
tctagaccaa 
gttgcaacat 
ttcccacgca 
aaatatcatc 
aacaatgaga 
cctaagaatt 
acaattttga 
gtatgaaata 
caaaataaca 
taaacaaata 
tccactaata 
tattggggga 
ctgattggaa 
tcagctcaaa 
acacaatcac 
gcagatgtct 
aagaaaaggg 
ggccaatggg 
ttatggagta 
aggaaggcag 
ttagctggta 
cagtggctca 
gtgaggagtt 



aaataatatt 

tcctttacct 

taattttcaa 

acttgcatgt 

tcgtaaagat 

gcaatttgac 

aattttatct 

ttatcctaat 

tcatttttaa 

tttattctag 

taaatatact 

tatctcttaa 

attattattt 

tgtttttata 

tgttctttcc- 

tgtgacttcc 

tgtttagtgc 

tgtttggtta 

ccttgtctat 

catatggaaa 

actactttga 

cagaagtgga 

tttgggtgaa 

cgcctgtatc 

cgagaccagc 



atcaagtaac 
aagtttacct 
atatttttgc 
catttttcta 
tagcaggtca 
ccagcatcat 
cattacattt 
gtagtatatt 
attttaaaaa 
attgggtgat 
acaaatttct 
tgagaaggaa 
cttcctagaa 
gatgcaagca 
ccagatcttc 
tcaatgaggc 
tatacccatt 
cttttgtngt 
tttgacactt 
aacgcttgac 
aaagaaccat 
agctccatgt 
acaaataaac 
ccagcacttt 
ctggctaaca 



tgattcataa 
acatgtttga 
tctcatactt 
tataagttga 
tccctcttta 
ccatttaaac 
tctccctaaa 
tttatgctta 
ttaagaacat 
cattataatt 
atgactacta 
gagcttttta 
caagacagga 
ctgtggcacc 
ccctgctggt 
ctcctggtga 
aatttactat: 
gtttgtcact 
ataganatga 
ttcaagagta 
tctgtcttta 
gggcagagga 
cagcctcaaa 
gggaggctcg 
tggtgaacct 



71160 
71220 
71280 
71340 
71400 
71460 
71520 
71580 
71640 
71700 
71760 
71820 
71880 
71940 
72000 
72060 
72120 
72180 
72240 
72300 
72360 
72420 
72480 
72540 
72600 
72604 



<210> 8 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 8 

cggggttggt ttccacc 17 

<210> 9 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 9 

gcgaggagag aaatctggg 19 

<210> 10 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 10 

tgctcactac tttgcagtgt tc 22 
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<210> 11 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 11 

tgagatcgtg tcactgcatt ct 



<210> 12 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 12 

gtaaatctca aaatgttggg ttaatag 

<210> 13 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 13 

ctaactcttc ttctatcatt actc 

<210> 14 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 14 

tgtttattgt gtgtctgctg tg 

<210> 15 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 15 

ggacaaccaa catgcaaaca g 

<210> 16 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 16 

cccaggtgtt ttcaattgat gc 22 

<210> 17 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 17 

agcagttttg tccttccaag tg 22 

<210> 18 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 18 

gtgttttgta atctgatcag atctc 25 

<210> 19 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 19 

gcagtatttc tggtccagat c 21 

<210> 20 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 20 

ggtgcacata gatcatgaaa tgg 23 

<210> 21 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 21 

taagctgaaa taggtgcctt aag 23 

<210> 22 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Primer 
<400> 22 

tttattccat ttctgtcccc tac 

<210> 23 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 23 

aaggctcagt taggtctgta tc 

<210> 24 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 24 

caggagtttt aacgtcttca gac 

<210> 25 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 25 

gactcagaaa tgtctaccat ttc 

<210> 26 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 26 

tgtctccact tcttcaaagt gc 

<210> 27 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 27 

caaaatgtac ctgagaactt aaag 



<210> 28 
<211> 20 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 28 

cacctccaag tttcatggac 

<210> 29 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 29 

caaggtatgc acgtgtcatt tc 

<210> 30 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 30 

gaatgtgtat tgggatttag taaac 

<210> 31 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 31 

ttgagaatta actattcctg tcaac 

<210>. 32 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 32 

ccatcctgga cttttactcc 

<210> 33 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



<400> 33 



ctttcctgca actgtgttta ttg 
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<210> 34 

<211> 147 

<212> DNA 

<213> Homo sapiens 

<400> 34 

ttccctccct ttggaacgca gcgtgggcac ctgcaacgca gagaccactg tatccccggt 60 

gcagaatgta atgagtgcct gatacatttg ccgaataaac tattccaagg gttgaacttg 120 

ctggaagcaa gagaagcact attctgg 147 



<210> 35 

<211> 123 

<212> DNA 

<213> Homo sapiens 

<400> 35 

atggagtctt gctctcgttg cccagactgg agtgcactgc tgcgatctca gctcactgca 60 

acctctacct cccaggttca agcgattctc ctgcctcagc ctctcgagtg gctgggacta 120 

tag 123 

<210> 36 

<211> 398 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (398) 
<223> n = A,T,C or G 



<400> 36 

agttgcgtcc 

cctcaaattc 

agttccctcc 

gtgcagaatg 

tgctggaagc 

gtgtttattg 

aaaactgcta 



ctctctgttg 
ntgggttcaa 
ctttggaacg 
taatgagtgc 
aanagaagca 
tgtgtctgct 
tcagtgaaaa 



ccaggctgga 
gtgaccctcc 
cagcgtgggc 
ctgatacatt 
ctattctggt 
gtggttgaaa 
cctgaagagt 



gttcagtggc 
tacctcagcc 
acctgcaacg 
tgccgaataa 
aacagcggga 
gacagtcact 
ttttctga 



atgttcatag 
ccatgaggac 
cagagaccac 
actattccaa 
acatgaagcc 
gcgcacccac 



ctcactgaag 
ctgggactac 
tgtatctccg 
gggttgaact 
gccactcttg 
ttggaaggac 



60 
120 
180 
240 
300 
360 
398 



<210> 37 

<211> 372 

<212> DNA 

<213> Homo sapiens 



<400> 37 

agttgcgtcc 

cctcaaattc 

agatggagtc 

caacctctac 

tatagtaaca 

ttgaaagaca 

aagagttttt 



ctctctgttg 
ctgggttcaa 
ttgctctcgt 
ctcccaggtt 
gcgggaacat 
gtcactgcgc 
ct 



ccaggctgga 
gtgaccctcc 
tgcccagact 
caagcgattc 
gaagccgcca 
acccacttgg 



gttcagtggc 
cacctcagcc 
ggagtgcact 
tcctgcctca 
ctcttggtgt 
aaggacaaaa 



atgttcttag 
ccatgaggac 
gctgcgatct 
gcctctcgag 
ttattgtgtg 
ctgctatcag 



ctcactgaag 
ctgggactac 
cagctcactg 
tggctgggac 
tccgctgtgg 
tgaaaacctg 



60 
120 
180 
240 
300 
360 
372 



<210> 38 
<211> 1815 
<212> DNA 
<213> Cavia sp. 
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<220> 
<221> CDS 

<222> (145) . . . (1542) 
<400> 38 

cttggagtca actgagtgtg gactgaaact tccaaaaact gacatgagga gtcactggag 60 
aatcatgatc aaggagctac acactctgac ttaactttat tctgtggaca atgagagaca 120 
actgcaagga ttaacagtga gaac atg aag ctg cca ctt ttg atg ttt ccc 171 

Met Lys Leu Pro Leu Leu Met Phe Pro 
1 ~ 5 

gtg tgt ctg eta tgg ttg aaa gac tgt cat tgt gca cct act tgg aag 219 
Val Cys Leu Leu Trp Leu Lys Asp Cys His Cys Ala Pro Thr Trp Lys 
10 15 20 25 

gac aaa act gec ate agt gaa aac gcg aac agt ttt tct gag get ggg 267 
Asp Lys Thr Ala lie Ser Glu Asn Ala Asn Ser Phe Ser Glu Ala Gly 
30 35 40 

gag ata gac gta gat gga gag gtg aag ata get ttg att ggc att aaa 315 
Glu lie Asp Val Asp Gly Glu Val Lys lie Ala Leu lie Gly lie Lys 
45 50 55 

cag atg aaa ate atg atg gaa agg aga gag gaa gaa cac age aaa eta 363 
Gin Met Lys lie Met Met Glu Arg Arg Glu Glu Glu His Ser Lys Leu 
60 65 70 

atg aaa acc ttg aag aag tgc aaa gaa gaa aag cag gag gee ctg aaa 411 
Met Lys Thr Leu Lys Lys Cys Lys Glu Glu Lys Gin Glu Ala Leu Lys 
75 80 85 

ctt atg aat gaa gtt cat gaa cac ctg gag gag gaa gaa age tta tgc 459 
Leu Met Asn Glu Val His Glu His Leu Glu Glu Glu Glu Ser Leu Cys 
90 95 100 105 

cag gtt tct ctg gca gat tec tgg gat gaa tgc agg get tgc ctg gaa 507 
Gin Val Ser Leu Ala Asp Ser Trp Asp Glu Cys Arg Ala Cys Leu Glu 
110 115 ^ " 120 

agt aac tgc atg agg ttt gat acc acc tgc caa cct gca tgg tec tct 555 
Ser Asn Cys Met Arg Phe Asp Thr Thr Cys Gin Pro Ala Trp Ser Ser 
125 130 " 135 

gtg aaa aat atg gtg gaa cag ttt ttc agg aag ate tat cag ttt ctg 603 
Val Lys Asn Met Val Glu Gin Phe Phe Arg Lys lie Tyr Gin Phe Leu 
140 145 150 

ttt cct etc cag gaa aat gac aga agt ggc cct gtc age aaa ggg gtc 651 
Phe Pro Leu Gin Glu Asn Asp Arg Ser Gly Pro Val Ser Lys Gly Val 
155 160 165 

act gag gaa gat gcg cag' gtg tea cac ata gag cat gtg ttc age cag 699 
Thr Glu Glu Asp Ala Gin Val Ser His lie Glu His Val Phe Ser Gin 
170 175 180 185 

ctg age gca gat gtg aca tct etc ttc aac aga age ctt tac gtc ttc 747 
Leu Ser Ala Asp Val Thr Ser Leu Phe Asn Arg Ser Leu Tyr Val Phe 
190 195 "* 200 

aaa cag ctg egg cga gaa ttt gac cag get ttt cag tea tat ttc aca 795 
Lys Gin Leu Arg Arg Glu Phe Asp Gin Ala Phe Gin Ser Tyr Phe Thr 
205 210 215 
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teg ggg act gac gtt aca gag cct ttc ttt ttt cca tct ttg tec aag 843 
Ser Gly Thr Asp Val Thr Glu Pro Phe Phe Phe Pro Ser Leu Ser Lys 
220 225 230 

gag cca gec tac aga gca gat get gag cca age tgg gee att ccc aat 891 
Glu Pro Ala Tyr Arg Ala Asp Ala Glu Pro Ser Trp Ala lie Pro Asn 
235 " 240 245 

gtc ttc cag ctg etc tgc aac ttg agt ttc tea gtt tat caa agt gtc 939 
Val Phe Gin Leu Leu Cys Asn Leu Ser Phe Ser Val Tyr Gin Ser Val 
250 255 260 265 



agt gaa aaa etc ate aca ace ctg cgt gee aca gag gac cct cca aaa 987 
Ser Glu Lys Leu lie Thr Thr Leu Arg Ala Thr Glu Asp Pro Pro Lys 
270 275 280 

caa gac aaa gac tec aac cag gga ggc ccg att tea aag ata eta cct 1035 
Gin Asp Lys Asp Ser Asn Gin Gly Gly Pro lie Ser Lys lie Leu Pro 
285 290 295 

gag caa gac aga ggc tea gat ggg aaa ctt ggc cag aat ttg tct gat 1083 
Glu Gin Asp Arg Gly Ser Asp Gly Lys Leu Gly Gin Asn Leu Ser Asp 
300 305 ~ 310 

tgc gtt aat ttt cgc aag aga tgc cag aaa tgc cag gat tat eta tct 1131 
Cys Val Asn Phe Arg Lys Arg Cys Gin Lys Cys Gin Asp Tyr Leu Ser 
315 " 320 J " 325 

gat gac tgc cct aat gtg cct gaa eta tac aga gaa etc aat gag gee 1179 
Asp Asp Cys Pro Asn Val Pro Glu Leu Tyr Arg Glu Leu Asn Glu Ala 
330 ~ 335 " 340 345 

etc cga ctg gtc agt aga tec aat cag caa tac gac cag gtg gtg cag 1227 
Leu Arg Leu Val Ser Arg Ser Asn Gin Gin Tyr Asp Gin Val Val Gin 
350 355 360 

atg ace cag tat cac ctg gaa gac acc acg ctt ctg atg gag aag atg 1275 
Met Thr Gin Tyr His Leu Glu Asp Thr Thr Leu Leu Met Glu Lys Met 
365 370 375 

aga gag cag ttt ggc tgg gtt tct gaa ctg gca tac cag tec cca gga 1323 
Arg Glu Gin Phe Gly Trp Val Ser Glu Leu Ala Tyr Gin Ser Pro Gly 
380 385 390 

get gag gac ate ttt aat cca gtg aaa gta atg gta gee eta agt get 1371 
Ala Glu Asp lie Phe Asn Pro Val Lys Val Met Val Ala Leu Ser Ala 
395 400 405 

cat gaa gga aat tct tct gat caa gat gac aca gtg gtt cct tea age 1419 
His Glu Gly Asn Ser Ser Asp Gin Asp Asp Thr Val Val Pro Ser Ser 
410 415 420 425 

etc ctg cct tec tct aac ttc aca etc age age cct ctt gaa aag agt 1467 
Leu Leu Pro Ser Ser Asn Phe Thr Leu Ser Ser Pro Leu Glu Lys Ser 
430 435 440 

get ggc aac get aac ttc att gat cac gtg gta gag aag gtt ctt cag 1515 
Ala Gly Asn Ala Asn Phe lie Asp His Val Val Glu Lys Val Leu Gin 
445 450 "* 455 
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cac ttt aag gag cac ttt aaa act tgg taagaagatt tagtccatcc 1562 
His Phe Lys Glu His Phe Lys Thr Trp 
460 465 

tataatcagc aagaattaca ccttcggcca agacctgaga attctgaaaa tacaaagcag 1622 

gctaacacaa tgaacacagc tgcatgaaag ttaggtatat attaggaagc actattggtt 1682 

tactttgttg aatggaagtt taatagctat tcaaattgag ttaatataaa aatttcttcc 1742 

taaaaagtaa aatgtacata tgtagaatat gatgcattag ttctttgtat actaaataaa 1802 

tactgagtcc cct 1815 

<210> 39 
<211> 466 
<212> PRT 
<213> Cavia sp. 

<400> 39 

Met Lys Leu Pro Leu Leu Met Phe Pro Val Cys Leu Leu Trp Leu Lys 

1 5 10 15 

Asp Cys His Cys Ala Pro Thr Trp Lys Asp Lys Thr Ala lie Ser Glu 

20 25 30 

Asn Ala Asn Ser Phe Ser Glu Ala Gly Glu lie Asp Val Asp Gly Glu 

35 40 4 5 

Val Lys He Ala Leu He Gly He Lys Gin Met Lys He Met Met Glu 

50 55 60 

Arg Arg Glu Glu Glu His Ser Lys Leu Met Lys Thr Leu Lys Lys Cys 
65 70 75 " 80 

Lys Glu Glu Lys Gin Glu Ala Leu Lys Leu Met Asn Glu Val His Glu 

85 90 95 

His Leu Glu Glu Glu Glu Ser Leu Cys Gin Val Ser Leu Ala Asp Ser 

100 105 110 

Trp Asp Glu Cys Arg Ala Cys Leu Glu Ser Asn Cys Met Arg Phe Asp 

115 120 ' 125 

Thr Thr Cys Gin Pro Ala Trp Ser Ser Val Lys Asn Met Val Glu Gin 

130 135 140 

Phe Phe Arg Lys He Tyr Gin Phe Leu Phe Pro Leu Gin Glu Asn Asp 
145 150 155 160 

Arg Ser Gly Pro Val Ser Lys Gly Val Thr Glu Glu Asp Ala Gin Val 

165 170 175 

Ser His He Glu His Val Phe Ser Gin Leu Ser Ala Asp Val Thr Ser 

180 185 190 

Leu Phe Asn Arg Ser Leu Tyr Val Phe Lys Gin Leu Arg Arg Glu Phe 

195 200 205 

Asp Gin Ala Phe Gin Ser Tyr Phe Thr Ser Gly Thr Asp Val Thr Glu 

210 215 220 

Pro Phe Phe Phe Pro Ser Leu Ser Lys Glu Pro Ala Tyr Arg Ala Asp 
225 230 235 240 

Ala Glu Pro Ser Trp Ala He Pro Asn Val Phe Gin Leu Leu Cys Asn 

245 250 255 

Leu Ser Phe Ser Val Tyr Gin Ser Val Ser Glu Lys Leu He Thr Thr 

260 265 270 

Leu Arg Ala Thr Glu Asp Pro Pro Lys Gin Asp Lys Asp Ser Asn Gin 

275 280 285 

Gly Gly Pro He Ser Lys He Leu Pro Glu Gin Asp Arg Gly Ser Asp 

290 295 300 

Gly Lys Leu Gly Gin Asn Leu Ser Asp Cys Val Asn Phe Arg Lys Arg 
305 310 ' 315 J 320 

Cys Gin Lys Cys Gin Asp Tyr Leu Ser Asp Asp Cys Pro Asn Val Pro 

325 330 335 

Glu Leu Tyr Arg Glu Leu Asn Glu Ala Leu Arg Leu Val Ser Arg Ser 

340 345 350 

Asn Gin Gin Tyr Asp Gin Val Val Gin Met Thr Gin Tyr His Leu Glu 
355 360 365 
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Asp Thr Thr Leu Leu Met Glu Lys Met Arg Glu Gin Phe Gly Trp Val 

370 375 380 

Ser Glu Leu Ala Tyr Gin Ser Pro Gly Ala Glu Asp lie Phe Asn Pro 
385 " 390 " 395 400 

Val Lys Val Met Val Ala Leu Ser Ala His Glu Gly Asn Ser Ser Asp 

405 410 415 

Gin Asp Asp Thr Val Val Pro Ser Ser Leu Leu Pro Ser Ser Asn Phe 

420 425 430 

Thr Leu Ser Ser Pro Leu Glu Lys Ser Ala Gly Asn Ala Asn Phe lie 

435 440 445 

Asp His Val Val Glu Lys Val Leu Gin His Phe Lys Glu His Phe Lys 

450 455 460 

Thr Trp 
465 

<210> 40 
<211> 1767 
<212> DNA 
<213> Cavia sp. 

<220> 
<221> CDS 

<222> (145) . . . (1494) 
<400> 40 

cttggagtca actgagtgtg gactgaaact tccaaaaact gacatgagga gtcactggag 
aatcatgatc aaggagctac acactctgac ttaactttat tctgtggaca atgagagaca 
actgcaagga ttaacagtga gaac atg aag ctg cca ctt ttg atg ttt ccc 

Met Lys Leu Pro Leu Leu Met Phe Pro 
1 ~ 5 

gtg tgt ctg eta tgg ttg aaa gac tgt cat tgt gca cct act tgg aag 
Val Cys Leu Leu Trp Leu Lys Asp Cys His Cys Ala Pro Thr Trp Lys 
10 15 20 ' 25 

gac aaa act gec ate agt gaa aac gcg aac agt ttt tct gag get ggg 
Asp Lys Thr Ala lie Ser Glu Asn Ala Asn Ser Phe Ser Glu Ala Gly 
30 35 40 

gag ata gac gta gat gga gag gtg aag ata get ttg att ggc att aaa 
Glu He Asp Val Asp Gly Glu Val Lys He Ala Leu He Gly He Lys 
45 50 55 

cag atg aaa ate atg atg gaa agg aga gag gaa gaa cac age aaa eta 
Gin Met Lys He Met Met Glu Arg Arg Glu Glu Glu His Ser Lys Leu 
60 65 70 

atg aaa acc ttg aag aag tgc aaa gaa gaa aag cag gag gee ctg aaa 
Met Lys Thr Leu Lys Lys Cys Lys Glu Glu Lys Gin Glu Ala Leu Lys 
75 80 85 

ctt atg aat gaa gtt cat gaa cac ctg gag gag gaa gaa age tta tgc 
Leu Met Asn Glu Val His Glu His Leu Glu Glu Glu Glu Ser Leu Cys 
90 95 100 105 

cag gtt tct ctg gca gat tec tgg gat gaa tgc agg get tgc ctg gaa 
Gin Val Ser Leu Ala Asp Ser Trp Asp Glu Cys Arg Ala Cys Leu Glu 
110 115 120 

agt aac tgc atg agg ttt gat acc acc tgc caa cct gca tgg tec tct 
Ser Asn Cys Met Arg Phe Asp Thr Thr Cys Gin Pro Ala Trp Ser Ser 
125 130 ' 135 
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gtg aaa aat atg gaa aat 
Val Lys Asn Met Glu Asn 
140 

act gag gaa gat gcg cag 
Thr Glu Glu Asp Ala Gin 
155 

ctg age gca gat gtg aca 
Leu Ser Ala Asp Val Thr 
170 175 



gac aga agt ggc cct gtc 
Asp Arg Ser Gly Pro Val 
145 

gtg tea cac ata gag cat 
Val Ser His He Glu His 
160 165 

tct etc ttc aac aga age 
Ser Leu Phe Asn Arg Ser 
180 



age aaa ggg gtc 603 

Ser Lys Gly Val 

150 

gtg ttc age cag 651 
Val Phe Ser Gin 



ctt tac gtc ttc 699 
Leu Tyr Val Phe 
185 



aaa cag ctg egg cga gaa ttt gac cag get ttt cag tea tat ttc aca 747 

Lys Gin Leu Arg Arg Glu Phe Asp Gin Ala Phe Gin Ser Tyr Phe Thr 
190 195 200 

teg ggg act gac gtt aca gag cct ttc ttt ttt cca tct ttg tec aag 795 

Ser Gly Thr Asp Val Thr Glu Pro Phe Phe Phe Pro Ser Leu Ser Lys 
205 210 215 

gag cca gee tac aga gca gat get gag cca age tgg gee att ccc aat 843 

Glu Pro Ala Tyr Arg Ala Asp Ala Glu Pro Ser Trp Ala He Pro Asn 
220 225 230 

gtc ttc cag ctg etc tgc aac ttg agt ttc tea gtt tat caa agt gtc 891 

Val Phe Gin Leu Leu Cys Asn Leu Ser Phe Ser Val Tyr Gin Ser Val 

235 240 245 

agt gaa aaa etc ate aca ace ctg cgt gee aca gag gac cct cca aaa 939 

Ser Glu Lys Leu He Thr Thr Leu Arg Ala Thr Glu Asp Pro Pro Lys 
250 255 " 260 265 

caa gac aaa gac tec aac cag gga ggc ccg att tea aag ata eta cct 987 

Gin Asp Lys Asp Ser Asn Gin Gly Gly Pro He Ser Lys He Leu Pro 
270 275 280 

gag caa gac aga ggc tea gat ggg aaa ctt ggc cag aat ttg tct gat 1035 

Glu Gin Asp Arg Gly Ser Asp Gly Lys Leu Gly Gin Asn Leu Ser Asp 
285 290 295 

tgc gtt aat ttt cgc aag aga tgc cag aaa tgc cag gat tat eta tct 1083 

Cys Val Asn Phe Arg Lys Arg Cys Gin Lys Cys Gin Asp Tyr Leu Ser 
300 305 310 

gat gac tgc cct aat gtg cct gaa eta tac aga gaa etc aat gag gee 1131 

Asp Asp Cys Pro Asn Val Pro Glu Leu Tyr Arg Glu Leu Asn Glu Ala 

315 320 325 

etc cga ctg gtc agt aga tec aat cag caa tac gac cag gtg gtg cag 1179 

Leu Arg Leu Val Ser Arg Ser Asn Gin Gin Tyr Asp Gin Val Val Gin 
330 335 340 345 

atg acc cag tat cac ctg gaa gac ace acg ctt ctg atg gag aag atg 1227 

Met Thr Gin Tyr His Leu Glu Asp Thr Thr Leu Leu Met Glu Lys Met 
350 355 360 

aga gag cag ttt ggc tgg gtt tct gaa ctg gca tac cag tec cca gga 1275 

Arg Glu Gin Phe Gly Trp Val Ser Glu Leu Ala Tyr Gin Ser Pro Gly 
365 370 375 
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get gag gac ate ttt aat cca gtg aaa gta atg gta gee eta agt get 1323 
Ala Glu Asp He Phe Asn Pro Val Lys Val Met Val Ala Leu Ser Ala 
380 385 390 

cat gaa gga aat tct tct gat caa gat gac aca gtg gtt cct tea age 1371 
His Glu Gly Asn Ser Ser Asp Gin Asp Asp Thr Val Val Pro Ser Ser 
395 400 405 

etc ctg cct tec tct aac ttc aca etc age age cct ctt gaa aag agt 1419 
Leu Leu Pro Ser Ser Asn Phe Thr Leu Ser Ser Pro Leu Glu Lys Ser 
410 415 420 425 



get ggc aac get aac ttc att gat cac gtg gta gag aag gtt ctt cag 1467 
Ala Gly Asn Ala Asn Phe He Asp His Val Val Glu Lys Val Leu Gin 
430 435 440 

cac ttt aag gag cac ttt aaa act tgg taagaagatt tagtccatcc 1514 
His Phe Lys Glu His Phe Lys Thr Trp 
445 450 

tataatcagc aagaattaca ccttcggcca agacctgaga attctgaaaa tacaaagcag 1574 

gctaacacaa tgaacacagc tgcatgaaag ttaggtatat attaggaagc actattggtt 1634 

tactttgttg aatggaagtt taatagctat tcaaattgag ttaatataaa aatttcttcc 1694 

taaaaagtaa aatgtacata tgtagaatat gatgeattag ttctttgtat actaaataaa 1754 

tactgagtcc cct 1767 

<210> 41 
<211> 450 
<212> PRT 
<213> Cavia sp. 



<400> 41 



Met 


Lys 


Leu 


Pro 


Leu 


Leu 


Met 


Phe 


Pro 


Val 


Cys 


Leu 


Leu 


Trp 


Leu 


Lys 


1 








5 










10 










15 




Asp 


Cys 


His 


Cys 


Ala 


Pro 


Thr 


Trp 


Lys 


Asp 


Lys 


Thr 


Ala 


lie 


Ser 


Glu 








20 










25 










30 






Asn 


Ala 


Asn 


Ser 


Phe 


Ser 


Glu 


Ala 


Gly 


Glu 


He 


Asp 


Val 


Asp 


Gly 


Glu 






35 










40 










45 








Val 


Lys 


He 


Ala 


Leu 


He 


Gly 


He 


Lys 


Gin 


Met 


Lys 


He 


Met 


Met 


Glu 




50 










55 










60 










Arg 


Arg 


Glu 


Glu 


Glu 


His 


Ser 


Lys 


Leu 


Met 


Lys 


Thr 


Leu 


Lys 


Lys 


Cys 


65 










70 










75 










80 


Lys 


Glu 


Glu 


Lys 


Gin 


Glu 


Ala 


Leu 


Lys 


Leu 


Met 


Asn 


Glu 


Val 


His 


Glu 










85 










90 










95 




His 


Leu 


Glu 


Glu 


Glu 


Glu 


Ser 


Leu 


Cys 


Gin 


Val 


Ser 


Leu 


Ala 


Asp 


Ser 








100 










105 










110 






Trp 


Asp 


Glu 


Cys 


Arg 


Ala 


Cys 


Leu 


Glu 


Ser 


Asn 


Cys 


Met 


Arg 


Phe 


Asp 






115 










120 










125 








Thr 


Thr 


Cys 


Gin 


Pro 


Ala 


Trp 


Ser 


Ser 


Val 


Lys 


Asn 


Met 


Glu 


Asn 


Asp 




130 










135 










140 










Arg 


Ser 


Gly 


Pro 


Val 


Ser 


Lys 


Gly 


Val 


Thr 


Glu 


Glu 


Asp 


Ala 


Gin 


Val 


145 










150 










155 










160 


Ser 


His 


He 


Glu 


His 


Val 


Phe 


Ser 


Gin 


Leu 


Ser 


Ala 


Asp 


Val 


Thr 


Ser 










165 










170 










175 




Leu 


Phe 


Asn 


Arg 


Ser 


Leu 


Tyr 


Val 


Phe 


Lys 


Gin 


Leu 


Arg 


Arg 


Glu 


Phe 








180 










185 










190 






Asp 


Gin 


Ala 


Phe 


Gin 


Ser 


Tyr 


Phe 


Thr 


Ser 


Gly 


Thr 


Asp 


Val 


Thr 


Glu 






195 










200 










205 








Pro 


Phe 


Phe 


Phe 


Pro 


Ser 


Leu 


Ser 


Lys 


Glu 


Pro 


Ala 


Tyr 


Arg 


Ala 


Asp 
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210 215 220 

Ala Glu Pro Ser Trp Ala lie Pro Asn Val Phe Gin Leu Leu Cys Asn 
225 230 235 240 

Leu Ser Phe Ser Val Tyr Gin Ser Val Ser Glu Lys Leu lie Thr Thr 

245 250 255 

Leu Arg Ala Thr Glu Asp Pro Pro Lys Gin Asp Lys Asp Ser Asn Gin 

260 ~ 265 270 

Gly Gly Pro lie Ser Lys lie Leu Pro Glu Gin Asp Arg Gly Ser Asp 

275 280 285 

Gly Lys Leu Gly Gin Asn Leu Ser Asp Cys Val Asn Phe Arg Lys Arg 

290 295 300 

Cys Gin Lys Cys Gin Asp Tyr Leu Ser Asp Asp Cys Pro Asn Val Pro 
305 310 315 ^ 320 

Glu Leu Tyr Arg Glu Leu Asn Glu Ala Leu Arg Leu Val Ser Arg Ser 

325 330 335 

Asn Gin Gin Tyr Asp Gin Val Val Gin Met Thr Gin Tyr His Leu Glu 

340 345 350 

Asp Thr Thr Leu Leu Met Glu Lys Met Arg Glu Gin Phe Gly Trp Val 

355 360 365 

Ser Glu Leu Ala Tyr Gin Ser Pro Gly Ala Glu Asp lie Phe Asn Pro 

370 375 ~ 380 

Val Lys Val Met Val Ala Leu Ser Ala His Glu Gly Asn Ser Ser Asp 
385 390 395 400 

Gin Asp Asp Thr Val Val Pro Ser Ser Leu Leu Pro Ser Ser Asn Phe 

405 410 415 

Thr Leu Ser Ser Pro Leu Glu Lys Ser Ala Gly Asn Ala Asn Phe lie 

420 425 430 

Asp His Val Val Glu Lys Val Leu Gin His Phe Lys Glu His Phe Lys 
435 440 445 

Thr Trp 
450 

<210> 42 
<211> 1539 
<212> DNA 
<213> Cavia sp. 

<220> 
<221> CDS 

<222> (145) . . . (1266) 
<400> 42 

cttggagtca actgagtgtg gactgaaact tccaaaaact gacatgagga gtcactggag 60 
aatcatgatc aaggagctac acactctgac ttaactttat tctgtggaca atgagagaca 120 
actgcaagga ttaacagtga gaac atg aag ctg cca ctt ttg atg ttt ccc 171 

Met Lys Leu Pro Leu Leu Met Phe Pro 
1 5 

gtg tgt ctg eta tgg ttg aaa gac tgt cat tgt gca cct act tgg aag 219 
Val Cys Leu Leu Trp Leu Lys Asp Cys His Cys Ala Pro Thr Trp Lys 
10 15 ~ 20 ' 25 

gac aaa act gec ate agt gaa aac gcg aac agt ttt tct gag get ggg 267 
Asp Lys Thr Ala lie Ser Glu Asn Ala Asn Ser Phe Ser Glu Ala Gly 
30 35 40 

gag ata gac gta gat gga gag gtg aag ata get ttg att ggc att aaa 315 
Glu He Asp Val Asp Gly Glu Val Lys He Ala Leu He Gly He Lys 
4 5 50 55 

cag atg aaa ate atg atg gaa agg aga gag gaa gaa cac age aaa eta 363 
Gin Met Lys He Met Met Glu Arg Arg Glu Glu Glu His Ser Lys Leu 
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60 



65 



70 



atg aaa acc ttg aag aag tgc aaa gaa gaa aag cag gag gcc ctg aaa 411 

Met Lys Thr Leu Lys Lys Cys Lys Glu Glu Lys Gin Glu Ala Leu Lys 

75 80 85 

ctt atg aat gaa gtt cat gaa cac ctg gag gag gaa gaa age tta tgc 459 

Leu Met Asn Glu Val His Glu His Leu Glu Glu Glu Glu Ser Leu Cys 

90 95 100 105 

cag gtt tct ctg gca gat tec tgg gat gaa tgc agg get tgc ctg gaa 507 

Gin Val Ser Leu Ala Asp Ser Trp Asp Glu Cys Arg Ala Cys Leu Glu 

110 115 "* 120 



agt aac tgc atg agg ttt gat acc acc tgc caa cct gca tgg tec tct 555 
Ser Asn Cys Met Arg Phe Asp Thr Thr Cys Gin Pro Ala Trp Ser Ser 
125 130 135 

gtg aaa aat atg gag cca gcc tac aga gca gat get gag cca age tgg 603 
Val Lys Asn Met Glu Pro Ala Tyr Arg Ala Asp Ala Glu Pro Ser Trp 
140 145 150 

gcc att ccc aat gtc ttc cag ctg etc tgc aac ttg agt ttc tea gtt 651 
Ala lie Pro Asn Val Phe Gin Leu Leu Cys Asn Leu Ser Phe Ser Val 
155 160 165 

tat caa agt gtc agt gaa aaa etc ate aca acc ctg cgt gcc aca gag 699 
Tyr Gin Ser Val Ser Glu Lys Leu lie Thr Thr Leu Arg Ala Thr Glu 
170 175 180 185 

gac cct cca aaa caa gac aaa gac tec aac cag gga ggc ccg att tea 747 
Asp Pro Pro Lys Gin Asp Lys Asp Ser Asn Gin Gly Gly Pro lie Ser 
190 195 * 200 

aag ata eta cct gag caa gac aga ggc tea gat ggg aaa ctt ggc cag 7 95 

Lys lie Leu Pro Glu Gin Asp Arg Gly Ser Asp Gly Lys Leu Gly Gin 
205 210 ~ 215 

aat ttg tct gat tgc gtt aat ttt cgc aag aga tgc cag aaa tgc cag 843 
Asn Leu Ser Asp Cys Val Asn Phe Arg Lys Arg Cys Gin Lys Cys Gin 
220 225 230 

gat tat eta tct gat gac tgc cct aat gtg cct gaa eta tac aga gaa 891 
Asp Tyr Leu Ser Asp Asp Cys Pro Asn Val Pro Glu Leu Tyr Arg Glu 
235 240 245 

etc aat gag gcc etc cga ctg gtc agt aga tec aat cag caa tac gac 939 
Leu Asn Glu Ala Leu Arg Leu Val Ser Arg Ser Asn Gin Gin Tyr Asp 
250 255 260 265 

cag gtg gtg cag atg acc cag tat cac ctg gaa gac acc acg ctt ctg 987 
Gin Val Val Gin Met Thr Gin Tyr His Leu Glu Asp Thr Thr Leu Leu 
270 275 280 

atg gag aag atg aga gag cag ttt ggc tgg gtt tct gaa ctg gca tac 1035 
Met Glu Lys Met Arg Glu Gin Phe Gly Trp Val Ser Glu Leu Ala Tyr 
285 290 295 

cag tec cca gga get gag gac ate ttt aat cca gtg aaa gta atg gta 1083 
Gin Ser Pro Gly Ala Glu Asp He Phe Asn Pro Val Lys Val Met Val 
300 305 310 
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gee eta agt get cat gaa gga aat tct tct gat caa gat gac aca gtg 1131 
Ala Leu Ser Ala His Glu Gly Asn Ser Ser Asp Gin Asp Asp Thr Val 
315 320 325 

gtt cct tea age etc ctg cct tec tct aac ttc aca etc age age cct 1179 
Val Pro Ser Ser Leu Leu Pro Ser Ser Asn Phe Thr Leu Ser Ser Pro 
330 335 340 345 

ctt gaa aag agt get ggc aac get aac ttc att gat cac gtg gta gag 1227 
Leu Glu Lys Ser Ala Gly Asn Ala Asn Phe lie Asp His Val Val Glu 
350 J 355 ~ 360 



aag gtt ctt cag cac ttt aag gag cac ttt aaa act tgg taagaagatt 1276 
Lys Val Leu Gin His Phe Lys Glu His Phe Lys Thr Trp 
365 370 

tagtccatcc tataatcagc aagaattaca ccttcggcca agacctgaga attctgaaaa 1336 

tacaaagcag gctaacacaa tgaacacagc tgcatgaaag ttaggtatat attaggaagc 1396 

actattggtt tactttgttg aatggaagtt taatagctat tcaaattgag ttaatataaa 1456 

aatttcttcc taaaaagtaa aatgtacata tgtagaatat gatgeattag ttctttgtat 1516 

actaaataaa tactgagtcc cct 1539 

<210> 43 
<211> 374 
<212> PRT 
<213> Cavia sp. 

<400> 43 

Met Lys Leu Pro Leu Leu Met Phe Pro Val Cys Leu Leu Trp Leu Lys 

15 10 15 

Asp Cys His Cys Ala Pro Thr Trp Lys Asp Lys Thr Ala lie Ser Glu 

20 25 30 

Asn Ala Asn Ser Phe Ser Glu Ala Gly Glu lie Asp Val Asp Gly Glu 

35 40 45 

Val Lys He Ala Leu He Gly He Lys Gin Met Lys He Met Met Glu 

50 55 60 

Arg Arg Glu Glu Glu His Ser Lys Leu Met Lys Thr Leu Lys Lys Cys 
65 70 75 80 

Lys Glu Glu Lys Gin Glu Ala Leu Lys Leu Met Asn Glu Val His Glu 

85 90 95 

His Leu Glu Glu Glu Glu Ser Leu Cys Gin Val Ser Leu Ala Asp Ser 

100 105 110 

Trp Asp Glu Cys Arg Ala Cys Leu Glu Ser Asn Cys Met Arg Phe Asp 

115 120 125 

Thr Thr Cys Gin Pro Ala Trp Ser Ser Val Lys Asn Met Glu Pro Ala 

130 135 140 

Tyr Arg Ala Asp Ala Glu Pro Ser Trp Ala He Pro Asn Val Phe Gin 
145 150 155 160 

Leu Leu Cys Asn Leu Ser Phe Ser Val Tyr Gin Ser Val Ser Glu Lys 

165 170 175 

Leu He Thr Thr Leu Arg Ala Thr Glu Asp Pro Pro Lys Gin Asp Lys 

180 185 190 

Asp Ser Asn Gin Gly Gly Pro He Ser Lys He Leu Pro Glu Gin Asp 

195 200 ' 205 

Arg Gly Ser Asp Gly Lys Leu Gly Gin Asn Leu Ser Asp Cys Val Asn 

210 215 ^ 220 

Phe Arg Lys Arg Cys Gin Lys Cys Gin Asp Tyr Leu Ser Asp Asp Cys 
225 230 235 240 

Pro Asn Val Pro Glu Leu Tyr Arg Glu Leu Asn Glu Ala Leu Arg Leu 
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245 250 255 

Val Ser Arg Ser Asn Gin Gin Tyr Asp Gin Val Val Gin Met Thr Gin 

260 265 270 

Tyr His Leu Glu Asp Thr Thr Leu Leu Met Glu Lys Met Arg Glu Gin 

275 280 285 

Phe Gly Trp Val Ser Glu Leu Ala Tyr Gin Ser Pro Gly Ala Glu Asp 

290 295 300 

He Phe Asn Pro Val Lys Val Met Val Ala Leu Ser Ala His Glu Gly 
305 310 315 320 

Asn Ser Ser Asp Gin Asp Asp Thr Val Val Pro Ser Ser Leu Leu Pro 

325 330 335 

Ser Ser Asn Phe Thr Leu Ser Ser Pro Leu Glu Lys Ser Ala Gly Asn 

340 345 350 

Ala Asn Phe He Asp His Val Val Glu Lys Val Leu Gin His Phe Lys 

355 360 365 

Glu His Phe Lys Thr Trp 
370 

<210> 44 
<211> 1536 
<212> DNA 
<213> Cavia sp. 

<220> 
<221> CDS 

<222> (145) . . . (1263) 
<400> 44 

cttggagtca actgagtgtg gactgaaact tccaaaaact gacatgagga gtcactggag 60 
aatcatgatc aaggagctac acactctgac ttaactttat tctgtggaca atgagagaca 120 
actgcaagga ttaacagtga gaac atg aag ctg cca ctt ttg atg ttt ccc 171 

Met Lys Leu Pro Leu Leu Met Phe Pro 
1 5 

gtg tgt ctg eta tgg ttg aaa gac tgt cat tgt gca cct act tgg aag 219 
Val Cys Leu Leu Trp Leu Lys Asp Cys His Cys Ala Pro Thr Trp Lys 
10 15 20 25 

gac aaa act gec ate agt gaa aac gcg aac agt ttt tct gag get ggg 267 
Asp Lys Thr Ala He Ser Glu Asn Ala Asn Ser Phe Ser Glu Ala Gly 
30 35 4 0 

gag ata gac gta gat gga gag gtg aag ata get ttg att ggc att aaa 315 
Glu He Asp Val Asp Gly Glu Val Lys He Ala Leu He Gly He Lys 
45 50 55 

cag atg aaa ate atg atg gaa agg aga gag gaa gaa cac age aaa eta 363 
Gin Met Lys He Met Met Glu Arg Arg Glu Glu Glu His Ser Lys Leu 
60 65 70 

atg aaa ace ttg aag aag tgc aaa gaa gaa aag cag gag gee ctg aaa 411 
Met Lys Thr Leu Lys Lys Cys Lys Glu Glu Lys Gin Glu Ala Leu Lys 
75 80 85 

ctt atg aat gaa gtt cat gaa cac ctg gag gag gaa gaa age tta tgc 459 
Leu Met Asn Glu Val His Glu His Leu Glu Glu Glu Glu Ser Leu Cys 
90 95 100 105 

cag gtt tct ctg gca gat tec tgg gat gaa tgc agg get tgc ctg gaa 507 
Gin Val Ser Leu Ala Asp Ser Trp Asp Glu Cys Arg Ala Cys Leu Glu 
110 115 120 
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agt aac tgc atg agg ttt gat acc acc tgc caa cct gca tgg tec tct 555 
Ser Asn Cys Met Arg Phe Asp Thr Thr Cys Gin Pro Ala Trp Ser Ser 
125 130 135 

gtg aaa aat atg cca gec tac aga gca gat get gag cca age tgg gee 603 
Val Lys Asn Met Pro Ala Tyr Arg Ala Asp Ala Glu Pro Ser Trp Ala 
140 145 150 

att ccc aat gtc ttc cag ctg etc tgc aac ttg agt ttc tea gtt tat 651 
lie Pro Asn Val Phe Gin Leu Leu Cys Asn Leu Ser Phe Ser Val Tyr 
155 160 165 

caa agt gtc agt gaa aaa etc ate aca acc ctg cgt gee aca gag gac 699 
Gin Ser Val Ser Glu Lys Leu He Thr Thr Leu Arg Ala Thr Glu Asp 
170 175 180 185 

cct cca aaa caa gac aaa gac tec aac cag gga ggc ccg att tea aag 747 
Pro Pro Lys Gin Asp Lys Asp Ser Asn Gin Gly Gly Pro He Ser Lys 
190 " 195 200 

ata eta cct gag caa gac aga ggc tea gat ggg aaa ctt ggc cag aat 795 
He Leu Pro Glu Gin Asp Arg Gly Ser Asp Gly Lys Leu Gly Gin Asn 
205 210 215 

ttg tct gat tgc gtt aat ttt cgc aag aga tgc cag aaa tgc cag gat 843 
Leu Ser Asp Cys Val Asn Phe Arg Lys Arg Cys Gin Lys Cys Gin Asp 
220 " 225 230 

tat eta tct gat gac tgc cct aat gtg cct gaa eta tac aga gaa etc 891 
Tyr Leu Ser Asp Asp Cys Pro Asn Val Pro Glu Leu Tyr Arg Glu Leu 
235 ^ 240 245 

aat gag gee etc cga ctg gtc agt aga tec aat cag caa tac gac cag 939 
Asn Glu Ala Leu Arg Leu Val Ser Arg Ser Asn Gin Gin Tyr Asp Gin 
250 255 260 265 

gtg gtg cag atg acc cag tat cac ctg gaa gac acc acg ctt ctg atg 987 
Val Val Gin Met Thr Gin Tyr His Leu Glu Asp Thr Thr Leu Leu Met 
270 275 280 

gag aag atg aga gag cag ttt ggc tgg gtt tct gaa ctg gca tac cag 1035 
Glu Lys Met Arg Glu Gin Phe Gly Trp Val Ser Glu Leu Ala Tyr Gin 
285 290 295 

tec cca gga get gag gac ate ttt aat cca gtg aaa gta atg gta gee 1083 
Ser Pro Gly Ala Glu Asp He Phe Asn Pro Val Lys Val Met Val Ala 
300 305 310 

eta agt get cat gaa gga aat tct tct gat caa gat gac aca gtg gtt 1131 
Leu Ser Ala His Glu Gly Asn Ser Ser Asp Gin Asp Asp Thr Val Val 
315 320 325 

cct tea age etc ctg cct tec tct aac ttc aca etc age age cct ctt 1179 
Pro Ser Ser Leu Leu Pro Ser Ser Asn Phe Thr Leu Ser Ser Pro Leu 
330 335 340 345 

gaa aag agt get ggc aac get aac ttc att gat cac gtg gta gag aag 1227 
Glu Lys Ser Ala Gly Asn Ala Asn Phe He Asp His Val Val Glu Lys 
350 355 360 

gtt ctt cag cac ttt aag gag cac ttt aaa act tgg taagaagatt 1273 
Val Leu Gin His Phe Lys Glu His Phe Lys Thr Trp 
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365 



370 



tagtccatcc tataatcagc aagaattaca ccttcggcca agacctgaga attctgaaaa 1333 

tacaaagcag gctaacacaa tgaacacagc tgcatgaaag ttaggtatat attaggaagc 1393 

actattggtt tactttgttg aatggaagtt taatagctat tcaaattgag ttaatataaa 1453 

aatttcttcc taaaaagtaa aatgtacata tgtagaatat gatgcattag ttctttgtat 1513 

actaaataaa tactgagtcc cct 1536 

<210> 45 
<211> 373 
<212> PRT 
<213> Cavia sp. 



<400> 45 



Met 


Lys 


Leu 


Pro 


Leu 


Leu 


Met 


Phe 


Pro 


Val 


Cys 


Leu 


Leu 


Trp 


Leu 


Lys 


1 








5 










10 










15 




Asp 


Cys 


His 


Cys 


Ala 


Pro 


Thr 


Trp 


Lys 


Asp 


Lys 


Thr 


Ala 


He 


Ser 


Glu 








20 










25 










30 






Asn 


Ala 


Asn 


Ser 


Phe 


Ser 


Glu 


Ala 


Gly 


Glu 


He 


Asp 


Val 


Asp 


Gly 


Glu 






35 










40 










45 








Val 


Lys 


He 


Ala 


Leu 


He 


Gly 


He 


Lys 


Gin 


Met 


Lys 


He 


Met 


Met 


Glu 




50 










55 










60 










Arg 


Arg 


Glu 


Glu 


Glu 


His 


Ser 


Lys 


Leu 


Met 


Lys 


Thr 


Leu 


Lys 


Lys 


Cys 


65 










70 










75 










80 


Lys 


Glu 


Glu 


Lys 


Gin 


Glu 


Ala 


Leu 


Lys 


Leu 


Met 


Asn 


Glu 


Val 


His 


Glu 










85 










90 










95 




His 


Leu 


Glu 


Glu 


Glu 


Glu 


Ser 


Leu 


Cys 


Gin 


Val 


Ser 


Leu 


Ala 


Asp 


Ser 








100 










105 










110 






Trp 


Asp 


Glu 


Cys 


Arg 


Ala 


Cys 


Leu 


Glu 


Ser 


Asn 


Cys 


Met 


Arg 


Phe 


Asp 






115 










120 










125 








Thr 


Thr 


Cys 


Gin 


Pro 


Ala 


Trp 


Ser 


Ser 


Val 


Lys 


Asn 


Met 


Pro 


Ala 


Tyr 




130 










135 










140 










Arg 


Ala 


Asp 


Ala 


Glu 


Pro 


Ser 


Trp 


Ala 


He 


Pro 


Asn 


Val 


Phe 


Gin 


Leu 


145 










150 










155 










160 


Leu 


Cys 


Asn 


Leu 


Ser 


Phe 


Ser 


Val 


Tyr 


Gin 


Ser 


Val 


Ser 


Glu 


Lys 


Leu 










165 










170 










175 




He 


Thr 


Thr 


Leu 


Arg 


Ala 


Thr 


Glu 


Asp 


Pro 


Pro 


Lys 


Gin 


Asp 


Lys 


Asp 








180 










185 










190 






Ser 


Asn 


Gin 


Gly 


Gly 


Pro 


He 


Ser 


Lys 


He 


Leu 


Pro 


Glu 


Gin 


Asp 


Arg 






195 










200 










205 








Gly 


Ser 


Asp 


Gly 


Lys 


Leu 


Gly 


Gin 


Asn 


Leu 


Ser 


Asp 


Cys 


Val 


Asn 


Phe 




210 










215 










220 










Arg 


Lys 


Arg 


Cys 


Gin 


Lys 


Cys 


Gin 


Asp 


Tyr 


Leu 


Ser 


Asp 


Asp 


Cys 


Pro 


225 










230 










235 










240 


Asn 


Val 


Pro 


Glu 


Leu 


Tyr 


Arg 


Glu 


Leu 


Asn 


Glu 


Ala 


Leu 


Arg 


Leu 


Val 










245 










250 










255 




Ser 


Arg 


Ser 


Asn 


Gin 


Gin 


Tyr 


Asp 


Gin 


Val 


Val 


Gin 


Met 


Thr 


Gin 


Tyr 








260 










265 










270 






His 


Leu 


Glu 


Asp 


Thr 


Thr 


Leu 


Leu 


Met 


Glu 


Lys 


Met 


Arg 


Glu 


Gin 


Phe 






275 










280 










285 








Gly 


Trp 


Val 


Ser 


Glu 


Leu 


Ala 


Tyr 


Gin 


Ser 


Pro 


Gly 


Ala 


Glu 


Asp 


He 




290 










295 










300 










Phe 


Asn 


Pro 


Val 


Lys 


Val 


Met 


Val 


Ala 


Leu 


Ser 


Ala 


His 


Glu 


Gly 


Asn 


305 










310 










315 










320 


Ser 


Ser 


Asp 


Gin 


Asp 


Asp 


Thr 


Val 


Val 


Pro 


Ser 


Ser 


Leu 


Leu 


Pro 


Ser 










325 










330 










335 




Ser 


Asn 


Phe 


Thr 


Leu 


Ser 


Ser 


Pro 


Leu 


Glu 


Lys 


Ser 


Ala 


Gly 


Asn 


Ala 








340 










345 










350 






Asn 


Phe 


He 


Asp 


His 


Val 


Val 


Glu 


Lys 


Val 


Leu 


Gin 


His 


Phe 


Lys 


Glu 






355 










360 










365 
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His Phe Lys Thr Trp 
370 



<210> 46 
<211> 2464 
<212> DNA 
<213> Bos sp. 



<400> 46 

gcaacctcgt tggtgagagc ctgcagttag tgtcacggcg gaaacatgaa gccgccactc 60 

ttggtgttta ttgtgtatct gctgcggctg agagactgtc agtgtgcgcc tacagggaag 120 

gaccgaactt ccatccgtga agacccgaag ggtttttcca aggctgggga gatagacgta 180 

gatgaagagg tgaagaaggc tttgattggc atgaagcaga tgaaaatcct gatggaaaga 240 

agagaggagg aacatagcaa actaatgaga acactgaaga aatgcagaga agaaaagcag 300 

gaggccctga agcttatgaa tgaagttcaa gaacatctag aagaggaaga aaggctatgc 360 

caggtgtctc tgatgggttc ctgggacgaa tgcaaatctt gcctggaaag tgactgcatg 420 

agattttata caacctgcca aagcagttgg tcctctatga aatccacgat tgaacgggtt 480 

ttccggaaga tatatcagtt tctctttcct ttccatgaag acgatgaaaa agagcttcct 540 

gttggtgaga agttcactga ggaagatgta cagctgatgc agatagagaa tgtgttcagc 600 

cagctgaccg tggatgtggg atttctctat aacatgagct ttcacgtctt caaacagatg 660 

cagcaagaat ttgacctggc ttttcaatca tactttatgt cagacacaga ctccatggag 720 

ccttactttt ttccagcttt ttccaaagag ccagcaaaaa aagcacatcc tatgcagagt 780 

tgggacattc ccagcttctt ccagctgttt tgtaatttca gcctctctgt ttatcaaagt 840 

gtcagcgcaa cagttacaga gatgctgaag gccattgagg acttatccaa acaagacaaa 900 

gattctgccc acggtggacc gagttccacg acgtggcctg tgcggggcag agggctgtgt 960 

ggagaacctg gccagaactc gtccgaatgt ctccaatttc atgcaagatg ccagaaatgt 1020 

caggattacc tatgggcaga ctgccctgct gttcctgaac tatacacaaa ggcggatgag 1080 

gcccttgagt tggtcaacat atccaatcag cagtatgccc aggtactcca gatgacccag 1140 

catcacttgg aggacaccac gtatctgatg gagaagatga gagagcagtt tggttgggta 1200 

acagagctgg ccagccagac cccaggaagc gagaacatct tcagtttcat aaaggtagtt 1260 

ccaggtgttc acgaaggaaa tttctccaaa caagatgaaa agatgataga cataagcatt 1320 

ctgccttcct ctaatttcac actcaccatc cctcttgaag aaagtgctga gagttccgac 1380 

ttcattagct acatgctggc caaagctgta cagcatttta aggaacattt taaatcttgg 1440 

taagcagagt atttgattag ggacgtttgc tgataggaat agatggttct taaaagggaa 1500 

aaatgacaaa actagctttt gaataccttg aaaacgtatt caacctcatt aataatcaaa 1560 

ggcatgaaaa ctaagacaag ttagcagttt ttacctattg aattttcaaa ttaaaaaaaa 1620 

aaatcctgat agaatgcaat gaaatgagaa ttcttatatg tgattgccag aaacaaactg 1680 

gttttgtctt tttgaaaagt tattcaatta tacatatcaa gagtcatcaa atttcttttt 1740 

aatataataa ttccacttct ggaatcaatc caaaggagta aatctaaaat tgaattgaag 1800 

ttcccacccc aagatcaata tttgcaaatt atttaaaata gtaaactgtt aaaaactgaa 1860 

tgtcatctga atgtctaaaa accagaaatg gttaaaagct gtggctaaat atgctccaaa 1920 

tatcttataa aaccattaaa aatatttata aaatttaaat catgacatga catctgctgg 1980 

aacaagagtt tattctaagc ctatctataa ggcaaatatt attattacta tcttccagaa 2040 

aagaaacttg agactcaggg tccaagtgtt agttgctcag tcatgtctga ctctttggga 2100 

ccccttggac tgtagcccac caggctcctc tgtccgtggg attcttcaga caggaatact 2160 

ggggcaggtt gctatttcct tctccaggaa atcttcccta tccagggatg gaacccaggt 2220 

ctcctgcatt gcaggtagat gctttactat ctgagcaacc aaatgaatta ctcaagtcag 2280 

tagggggtag aggcaaattt taacttagtt ttctctgaat cataattgcc acattaaact 2340 

ggttcctgtt gggacatttg gttgaaaaaa ataaagtgaa aaatgagtat aaaactctat 2400 

aaatgtaatg atcaaaacga aaaaaaatct acaatctgca ttaaaaataa aaagggttgg 2460 

cagg 2464 



<210> 47 

<211> 3016 

<212> DNA 

<213> Bos sp. 



<400> 47 

cagaagctgg tggcaacctc gttggtgaga gcctgcagtt agtgtcacgg cggaaacatg 60 

aagccgccac tcttggtgtt tattgtgtat ctgctgcggc tgagagactg tcagtgtgcg 120 

cctacaggga aggaccgaac ttccatccgt gaagacccga agggtttttc caaggctggg 180 

gagatagacg tagatgaaga ggtgaagaag gctttgattg gcatgaagca gatgaaaatc 240 
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ctgatggaaa gaagagagga ggaacatagc aaactaatga gaacactgaa gaaatgcaga 300 
gaagaaaagc aggaggccct gaagcttatg aatgaagttc aagaacatct agaagaggaa 360 
gaaaggctat gccaggtgtc tctgatgggt tcctgggacg aatgcaaatc ttgcctggaa 420 
agtgactgca tgagatttta tacaacctgc caaagcagtt ggtcctctat gaaatccacg 480 
attgaacggg ttttccggaa gatatatcag tttctctttc ctttccatga agacgatgaa 540 
aaagagcttc ctgttggtga gaagttcact gaggaagatg tacagctgat gcagatagag 600 
aatgtgttca gccagctgac cgtggatgtg ggatttctct ataacatgag ctttcacgtc 660 
ttcaaacaga tgcagcaaga atttgacctg gcttttcaat catactttat gtcagacaca 720 
gactccatgg agccttactt ttttccagct ttttccaaag agccagcaaa aaaagcacat 780 
cctatgcaga gttgggacat tcccagcttc ttccagctgt tttgtaattt cagcctctct 840 
gtttatcaaa gtgtcagcgc aacagttaca gagatgctga aggccattga ggacttatcc 900 
aaacaagaca aagattctgc ccacggtgga ccgagttcca cgacgtggcc tgtgcggggc 960 

agagggctgt gtggagaacc tggccagaac tcgtccgaat gtctccaatt tcatgcaaga 1020 

tgccagaaat gtcaggatta cctatgggca gactgccctg ctgttcctga actatacaca 1080 

aaggcggatg aggcccttga gttggtcaac atatccaatc agcagtatgc ccaggtactc 1140 

cagatgaccc agcatcactt ggaggacacc acgtatctga tggagaagat gagagagcag 1200 

tttggttggg taacagagct ggccagccag accccaggaa gcgagaacat cttcagtttc 1260 

ataaaggtag ttccaggtgt tcacgaagga aatttctcca aacaagatga aaagatgata 1320 

gacataagca ttctgccttc ctctaatttc acactcacca tccctcttga agaaagtgct 1380 

gagagttccg acttcattag ctacatgctg gccaaagctg tacagcattt taaggaacat 1440 

tttaaatctt ggtaagcaga gtatttgatt agggacgttt gctgatagga atagatggtt 1500 

cttaaaaggg aaaaatgaca aaactagctt ttgaatacct tgaaaacgta ttcaacctca 1560 

ttaataatca aaggcatgaa aactaagaca agttagcagt ttttacctat tgaattttca 1620 

aattaaaaaa aaaaatcctg atagaatgca atgaaatgag aattcttata tgtgattgcc 1680 

agaaacaaac tggttttgtc tttttgaaaa gttattcaat tatacatatc aagagtcatc 1740 

aaatttcttt ttaatataat aattccactt ctggaatcaa tccaaaggag taaatctaaa 1800 

attgaattga agttcccacc ccaagatcaa tatttgcaaa ttatttaaaa tagtaaactg 1860 

ttaaaaactg aatgtcatct gaatgtctaa aaaccagaaa tggttaaaag ctgtggctaa 1920 

atatgctcca aatatcttat aaaaccatta aaaatattta taaaatttaa atcatgacat 1980 

gacatctgct ggaacaagag tttattctaa gcctatctat aaggcaaata ttattattac 2040 

tatcttccag aaaagaaact tgagactcag ggtccaagtg ttagttgctc agtcatgtct 2100 

gactctttga gaccccttgg actgtggccc accaggctcc tctgtccatg ggattcttca 2160 

gacaagaata ctggagcagg ttgctatttc cttctccagg aaatcttccc tatccaggga 2220 

tggaacccag gtctcctgca ttgcaggtag atgctttact atctgagcaa ccaaatgaat 2280 

tactcaagtc agtagggggt agaggcaaat tttaacttag ttttctctga atcataattg 2340 

ccacattaaa ctggttcctg ttgggacatt tggttgaaaa aaataaagtg aaaaatgagt 24 00 

ataaaactct ataaatgtaa tgatcaaaac gaaaaaaaat ctacaatctg cattaaaaat 24 60 

aaaaagggtt ggcaggaatt acggttggaa atggatgatt ttttttaacc ttttcatctt 2520 

ttgatatttt acaattttct ataatgaata aataattttg agatttcaaa ttagaagata 2580 

tgttgctaaa atagctaggt aaatgtagat tgaacactgt atcaatgtgt tctcatcttt 2640 

aaactttagt ataagtactt ctattccatg gtaatcctac agtaagacga aatgtaaatc 2700 

tgttcggtct acaggaaaaa caactaaatg acatttcaga cgtacattac catctctgtt 2760 

aggataatct tctgaattaa tggcacaatt agaactgtac atagtattct cctttggtaa 2820 

aatggtcaat cttaaagaag cattaaatgt taattctaag ttattactca taagggacct 2880 

tgtaggtagg tccctatcaa tgtataatta agctgggtat ttctagattc gctgcctctc 2940 

cctttatctc tgaatgttgg agaggttgtt ggtcatcaat caaccaatat ctttttagca 3000 

tcttctaagt gaaggc 3016 

<210> 48 
<211> 2488 
<212> DNA 
<213> Bos sp. 

<220> 
<221> CDS 

<222> (71) . . . (1465) 
<400> 48 

gtgaaggtcc ttacagaagc tggtggcaac ctcgttggtg agagcctgca gttagtgtca 60 

cggcggaaac atg aag ccg cca ate ttg gtg ttt ate gtg tat ctg ctg 109 
Met Lys Pro Pro lie Leu Val Phe lie Val Tyr Leu Leu 
1 5 10 
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cag ctg aga gac tgt cag tgt gcg cct aca ggg aag gac cga act tec 157 
Gin Leu Arg Asp Cys Gin Cys Ala Pro Thr Gly Lys Asp Arg Thr Ser 
15 20 25 

ate cgt gaa gac ccg aag ggt ttt tec aag get ggg gag ata gac gta 205 
lie Arg Glu Asp Pro Lys Gly Phe Ser Lys Ala Gly Glu He Asp Val 
30 35 40 45 

gat gaa gag gtg aag aag get ttg att ggc atg aag cag atg aaa ate 253 
Asp Glu Glu Val Lys Lys Ala Leu He Gly Met Lys Gin Met Lys He 
50 55 60 



ctg atg gaa aga aga gag gag gaa cat age aaa eta atg aga acc ctg 301 
Leu Met Glu Arg Arg Glu Glu Glu His Ser Lys Leu Met Arg Thr Leu 
65 70 75 

aag aaa tgc aga gaa gaa aag cag gag gee ctg aag ctt atg aat gaa 34 9 

Lys Lys Cys Arg Glu Glu Lys Gin Glu Ala Leu Lys Leu Met Asn Glu 
80 85 90 

gtt caa gaa cat eta gaa gag gaa gaa agg eta tgc cag gtg tct ctg 397 
Val Gin Glu His Leu Glu Glu Glu Glu Arg Leu Cys Gin Val Ser Leu 
95 100 105 

atg ggt tec tgg gac gaa tgc aaa tct tgc ctg gaa agt gac tgc atg 445 
Met Gly Ser Trp Asp Glu Cys Lys Ser Cys Leu Glu Ser Asp Cys Met 
110 115 120 4 125 

aga ttt tat aca acc tgc caa age agt tgg tec tct atg aaa tec acg 493 
Arg Phe Tyr Thr Thr Cys Gin Ser Ser Trp Ser Ser Met Lys Ser Thr 
130 135 '* 140 

att gaa egg gtt ttc egg aag ata tat cag ttt etc ttt cct ttc cat 541 
He Glu Arg Val Phe Arg Lys He Tyr Gin Phe Leu Phe Pro Phe His 
145 150 155 

gaa gac gat gaa aaa gag ctt cct gtt ggt gag aag ttc act gag gaa 589 
Glu Asp Asp Glu Lys Glu Leu Pro Val Gly Glu Lys Phe Thr Glu Glu 
160 165 170 

gat gta cag ctg atg cag ata gag aat gtg ttc age cag ctg acc gtg 637 
Asp Val Gin Leu Met Gin He Glu Asn Val Phe Ser Gin Leu Thr Val 
175 180 185 

gac gtg gga ttt etc tat aac atg age ttt cac gtc ttc aaa cag atg 685 
Asp Val Gly Phe Leu Tyr Asn Met Ser Phe His Val Phe Lys Gin Met 
190 195 200 " 205 

cag caa gaa ttt gac ctg get ttt caa tea tac ttt atg tea gac aca 733 
Gin Gin Glu Phe Asp Leu Ala Phe Gin Ser Tyr Phe Met Ser Asp Thr 
210 215 220 

gac tec atg gag cct tac ttt ttt cca get ttt tec aaa gag cca gca 781 
Asp Ser Met Glu Pro Tyr Phe Phe Pro Ala Phe Ser Lys Glu Pro Ala 
225 230 235 

aaa aaa gca cat cct atg cag agt t'gg gac att ccc age ttc ttc cag 829 
Lys Lys Ala His Pro Met Gin Ser Trp Asp He Pro Ser Phe Phe Gin 
240 245 250 



49 



ctg ttt tgt aat ttc age etc tct gtt tat caa agt gtc age gca aca 877 
Leu Phe Cys Asn Phe Ser Leu Ser Val Tyr Gin Ser Val Ser Ala Thr 
255 260 265 

gtt aca gag atg ctg aag gee att gag gac tta tec aaa caa gac aaa 925 
Val Thr Glu Met Leu Lys Ala lie Glu Asp Leu Ser Lys Gin Asp Lys 
270 275 280 285 

gat tct gee cac ggt gga ccg agt tec acg acg tgg cct gtg egg ggc 973 
Asp Ser Ala His Gly Gly Pro Ser Ser Thr Thr Trp Pro Val Arg Gly 
290 "* 295 300 



aga ggg ctg tgt gga gaa cct ggc cag aac teg tec gaa tgt etc caa 
Arg Gly Leu Cys Gly Glu Pro Gly Gin Asn Ser Ser Glu Cys Leu Gin 
305 310 315 



1021 



ttt cat gca aga tgc cag aaa tgt cag gat tac eta tgg gca gac tgc 
Phe His Ala Arg Cys Gin Lys Cys Gin Asp Tyr Leu Trp Ala Asp Cys 
320 " ~ " 325 330 



1069 



cct get gtt cct gaa eta tac aca aag gcg gat gag gee ctt gag ttg 
Pro Ala Val Pro Glu Leu Tyr Thr Lys Ala Asp Glu Ala Leu Glu Leu 
335 340 345 



1117 



gtc aac ata tec aat cag cag tat gee cag gta etc cag atg acc cag 
Val Asn He Ser Asn Gin Gin Tyr Ala Gin Val Leu Gin Met Thr Gin 
350 355 360 365 



1165 



cat cac ttg gag gac acc acg tat ctg atg gag aag atg aga gag cag 
His His Leu Glu Asp Thr Thr Tyr Leu Met Glu Lys Met Arg Glu Gin 
370 375 380 



1213 



ttt ggt tgg gta aca gag ctg gee age cag acc cca gga age gag aac 
Phe Gly Trp Val Thr Glu Leu Ala Ser Gin Thr Pro Gly Ser Glu Asn 
385 390 395 



1261 



ate ttc agt ttc ata aag gta gtt cca ggt gtt cac gaa gga aat ttc 
He Phe Ser Phe He Lys Val Val Pro Gly Val His Glu Gly Asn Phe 
400 405 410 



1309 



tec aaa caa gat gaa aag atg ata gac ata age att ctg cct tec tct 
Ser Lys Gin Asp Glu Lys Met He Asp He Ser He Leu Pro Ser Ser 
415 420 425 



1357 



aat ttc aca etc acc ate cct ctt gaa gaa agt get gag agt tec gac 
Asn Phe Thr Leu Thr He Pro Leu Glu Glu Ser Ala Glu Ser Ser Asp 
430 435 440 445 



1405 



ttc att age tac atg ctg gee aaa get gta cag cat ttt aag gaa cat 
Phe He Ser Tyr Met Leu Ala Lys Ala Val Gin His Phe Lys Glu His 
450 455 460 



1453 



ttt aaa tct tgg taagcagagt atttgattag ggacgtttgc tgataggaat 
Phe Lys Ser Trp 
465 



1505 



agatggttct taaaagggaa aaatgacaaa actagctttt gaataccttg aaaaegtatt 1565 
caacctcatt aataatcaaa ggcatgaaaa ctaagacaag ttagcagttt ttacctattg 1625 
aattttcaaa ttaaaaaaaa aatcctgata gaatgcaatg aaatgagaat tcttatatgt 1685 
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gattgccaga 
agtcatcaaa 
atctaaaatt 
taaactgtta 
tggctaaata 
atgacatgac 
ttattactat 
catgtctgac 
ttcttcagac 
ccagggatgg 
aatgaattac 
ataattgcca 
aatgagtata 
taaaaataaa 



aacaaactgg 
tttcttttta 
gaattgaagt 
aaaactgaat 
tgctccaaat 
atctgctgga 
cttccagaaa 
tctttgagac 
aagaatactg 
aacccaggtc 
tcaagtcagt 
cattaaactg 
aaactctata 
aagggttggc 



ttttgtcttt 
atataataat 
tcccacccca 
gtcatctgaa 
atcttataaa 
acaagagttt 
agaaacttga 
cccttggact 
gagcaggttg 
tcctgcattg 
agggggtaga 
gttcctgttg 
aatgtaatga 
agg 



ttgaaaagtt 
tccacttctg 
agatcaatat 
tgtctaaaaa 
accattaaaa 
attctaagcc 
gactcagggt 
gtagcccacc 
ctatttcctt 
caggtagatg 
ggcaaatttt 
ggacatttgg 
tcaaaacgaa 



attcaattat 
gaatcaatcc 
ttgcaaatta 
ccagaaatgg 
atatttataa 
tatctataag 
ccaagtgtta 
aggctcctct 
ctccaggaaa 
ctttactatc 
aacttagttt 
ttgaaaaaaa 
aaaaaatcta 



acatatcaag 
aaaggagtaa 
tttaaaatag 
ttaaaagctg 
aatttaaatc 
gcaaatatta 
gttgctcagt 
gtccatggga 
tcttccctat 
tgagcaacca 
tctctgaatc 
taaagtgaaa 
caatctgcat 



1745 
1805 
1865 
1925 
1985 
2045 
2105 
2165 
2225 
2285 
2345 
2405 
2465 
2488 



<210> 49 
<211> 465 
<212> PRT 
<213> Bos sp. 
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<210> 50 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<400> 50 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 

<210> 51 
<211> 446 
<212> PRT 

<213> Homo sapiens 
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<210> 52 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 52 

tttttctgaa ttcgccacca tgaaaattaa agcagagaaa aacg 

<210> 53 
<211> 69 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 53 

tttttgtcga cttatcactt gtcgtcgtcg tccttgtagt cccaggtttt aaaatgttcc 
ttaaaatgc 

<210> 54 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 54 



53 



tttttctgaa ttcaccatga ggacctggga ctacagtaac 



40 



<210> 55 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 55 

tttttctctc gagaccatga aaattaaagc agagaaaaac g 41 



<210> 56 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 56 

tttttggatc cgctgctgcc caggttttaa aatgttcctt aaaatgc 47 

<210> 57 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 57 

tttttctctc gagaccatga ggacctggga ctacagtaac 40 

<210> 58 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 58 

tttttctgaa ttcaccatga agccgccact cttggtg 37 

<210> 59 
<211> 60 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 59 

tttttggatc cgctgcggcc tccgtggtca ggagcttatt tttcacagag gaccagctag 60 

<210> 60 
<211> 36 
<212> DNA 



54 



<213> Artificial Sequence 



<220> 

<223> Primer 
<400> 60 

tttttctctc gaggactaca ggacacagct aaatcc 36 

<210> 61 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 61 

tttttggatc cttatcacca ggttttaaaa tgttccttaa aatgc 45 

<210> 62 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 62 

tttttctgaa ttcaccatga agccgccact cttggtg • 37 

<210> 63 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 63 

tttttctctc gagaccatga ggacctggga ctacagtaac 40 

<210> 64 
<211> 466 
<212> PRT 

<213> Homo sapiens 
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Asn 








180 










185 










190 






Ser 


Leu 


Phe 


Asn Arg 


Ser 


Phe 


Asn 


Val 


Phe 


Arg 


Gin 


Met 


Gin 


Gin 


Glu 






195 










200 










205 








Phe 


Asp 


Gin 


Thr 


Phe 


Gin 


Ser 


His 


Phe 


He 


Ser 


Asp 


Thr 


Asp 


Leu 


Thr 




210 










215 










220 










bill 




iyr 


Phe 


Phe 


Pro 


7\l a 


rile 


C a v 


Lys 


O-LU 


Pro 


ixie l 


i nr 


Lys 


ax a 


225 










230 










235 










240 


Asp 


Leu 


Glu 


Gin 


Cys 


Trp 


Asp 


He 


Pro 


Asn 


Phe 


Phe 


Gin 


Leu 


Phe 


Cys 










245 










250 










255 




Asn 


Phe 


Ser 


Val 


Ser 


He 


Tyr 


Glu 


Ser 


Val 


Ser 


Glu 


Thr 


He 


Thr 


Lys 








260 










265 










270 






Met 


Leu 


Lys 


Ala 


He 


Glu 


Asp 


Leu 


Pro 


Lys 


Gin 


Asp 


Lys 


Ala 


Pro 


Asp 






275 










280 










285 








His 


Gly 


Gly 


Leu 


He 


Ser 


Lys 


Met 


Leu 


Pro 


Gly 


Gin 


Asp 


Arg 


Gly 


Leu 




290 










295 










300 










Cys 


Gly 


Glu 


Leu Asp 


Gin 


Asn 


Leu 


Ser 


Arg 


Cys 


Phe 


Lys 


Phe 


His 


Glu 


305 










310 










315 










320 


Lys 


Cys 


Gin 


Lys 


Cys 


Gin 


Ala 


His 


Leu 


Ser 


Glu 


Asp 


Cys 


Pro 


Asp 


Val 










325 










330 










335 




Pro 


Ala 


Leu 


His 


Thr 


Glu 


Leu 


Asp 


Glu 


Ala 


He 


Arg 


Leu 


Val 


Asn 


Val 








340 










345 










350 






Ser 


Asn 


Gin 


Gin Tyr Gly 


Gin 


He 


Leu 


Gin 


Met 


Thr 


Arg 


Lys 


His 


Leu 






355 










360 










365 








Glu 


Asp 


Thr 


Ala 


Tyr 


Leu 


Val 


Glu 


Lys 


Met 


Arg 


Gly 


Gin 


Phe 


Gly 


Trp 




370 










375 










380 










Val 


Ser 


Glu 


Leu 


Ala 


Asn 


Gin 


Ala 


Pro 


Glu 


Thr 


Glu 


He 


He 


Phe 


Asn 


385 










390 










395 










400 


Ser 


He 


Gin 


Val 


Val 


Pro 


Arg 


He 


His 


Glu 


Gly 


Asn 


He 


Ser 


Lys 


Gin 










405 










410 










415 




Asp 


Glu 


Thr 


Met 


Met 


Thr 


Asp 


Leu 


Ser 


He 


Leu 


Pro 


Ser 


Ser 


Asn 


Phe 








420 










425 










430 






Thr 


Leu 


Lys 


He 


Pro 


Leu 


Glu 


Glu 


Ser 


Ala 


Glu 


Ser 


Ser 


Asn 


Phe 


He 






435 










440 










445 








Gly Tyr 


Val 


Val 


Ala 


Lys 


Ala 


Leu 


Gin 


His 


Phe 


Lys 


Glu 


His 


Phe 


Lys 




450 










455 










460 











Thr Trp 
465 



<210> 65 
<211> 1607 
<212> DNA 
<213> H. sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (1607) 
<223> N = A,T, C, or G 

<400> 65 

tgcgtcacct gcaggcccgg gecgeggggt tggtttccac cctggaggtt gctgacaccc 60 

tgtgccctcg gctgacttcc agccggtggc acagacgcct ccagggggca gcactcaagc 120 

gcatcttagg aatgacagag ttgcgtccct ctctgttgcc aggctggagt tcagtggcat 180 

gttcttagct cactgaagcc tcaaattcct gggttcaagt gaccctccca cctcagcccc 240 



56 



atgaggacct gggactacag gacacagcta aatccctgac acggatgaaa attaaagcag 300 
agaaaaacga aggtccttcc agaagctggt ggcaacttca ctggggagat attgcaaata 360 
acagcgggaa catgaagccg ccactcttgg tgtttattgt gtgtctgctg tggttgaaag 420 
acagtcactg cgcacccact tggaaggaca aaactgctat cagtgaaaac ctgaagagtt 480 
tttctgaggt gggggagata gatgcagatg aagaggtgaa gaaggctttg actggtatta 540 
agcaaatgaa aatcatgatg gaaagaaaag agaaggaaca caccaatcta atgagcaccc 600 
tgaagaaatg cagagaagaa aagcaggagg ccctgaaact tctgaatgaa gttcaagaac 660 
atctggagga agaagaaagg ctatgccggg agtctttggc agattcctgg ggtgaatgca 720 
ggtcttgcct ggaaaataac tgcatgagaa tttatacaac ctgccaacct agctggtcct 780 
ctgtgaaaaa taagctcctg accacggagg cctgatttca aagatgttac ntgggcagga 840 
cagaggactg tgtggggaac ttgaccagaa tttgtcaaga tgtttcaaat ttcatgaaaa 900 
atgccaaaaa tgtcaggctc acctatctga agactgtcct gatgtacctg ctctgcacac 960 
agaattagac gaggcgatca ggttggtcaa tgtatccaat cagcagtatg gccagattct 1020 
ccagatgacc cggaagcact tggaggacac cgcctatctg gtggagaaga tgagagggca 1080 
atttggctgg gtgtctgaac tggcaaacca ggccccagaa acagcaatac aggtagttcc 1140 
aaggattcat gaaggaaata tttccaaaca agatgaaaca atgatgacag acttaagcat 1200 
tctgccttcc tctaatttca cactcaagat ccctcttgaa gaaagtgctg agagttctaa 1260 
cttcattggc tacgtagtgg caaaagctct acagcatttt aaggaacatt ttaaaacctg 1320 
gtaagaagat ctaatgcatc ctatatccag taagtagaat tatctcttca tctgggacct 1380 
ggaaatcctg aaataaaaaa ggataatgca ataaacacag ttgcaggaaa gtatgttagc 1440 
tatatactat gaagtactct tagtttactt atgttgaatg gcttagctat taatactcaa 1500 
attgagttaa aatgaaaatt cctccttaaa aaatcaaacg taatatgtat tacatttcat 1560 
ggtacattag tagttctttg tatattgaat aaatactaaa tcaccta 1607 



<210> 66 
<211> 521 
<212> PRT 

<213> Homo sapiens 



<400> 66 



Arg 


His 


Leu 


Gin 


1 








Ala 


Asp 


Thr 


Leu 








20 


Leu 


Gin 


Gly 


Ala 






35 




Pro 


Ser 


Leu 


Leu 




50 






Ala 


Ser 


Asn 


Ser 


65 








Asp 


Leu 


Gly 


Leu 


Lys 


Ala 


Glu 


Lys 








100 


Trp Gly 


Asp 


He 






115 




Val 


Phe 


He 


Val 




130 






Thr 


Trp 


Lys 


Asp 


145 








Glu 


Val 


Gly 


Glu 


Gly 


He 


Lys 


Gin 








180 


Thr 


Asn 


Leu 


Met 






195 




Ala 


Leu 


Lys 


Leu 




210 






Arg 


Leu 


Cys 


Arg 


225 








Cys 


Leu 


Glu 


Asn 



Ala Arg Ala Ala 
5 

Cys Pro Arg Leu 

Ala Leu Lys Arg 
40 

Pro Gly Trp Ser 
55 

Trp Val Gin Val 
70 

Gin Asp Thr Ala 
85 

Asn Glu Gly Pro 

Ala Asn Asn Ser 
120 

Cys Leu Leu Trp 
135 

Lys Thr Ala He 
150 

He Asp Ala Asp 
165 

Met Lys He Met 

Ser Thr Leu Lys 
200 

Leu Asn Glu Val 
215 

Glu Ser Leu Ala 
230 

Asn Cys Met Arg 
245 



Gly Leu Val Ser 
10 

Thr Ser Ser Arg 
25 

He Leu Gly Met 

Ser Val Ala Cys 
60 

Thr Leu Pro Pro 
75 

Lys Ser Leu Thr 
90 

Ser Arg Ser Trp 
105 

Gly Asn Met Lys 

Leu Lys Asp Ser 
140 

Ser Glu Asn Leu 
155 

Glu Glu Val Lys 
170 

Met Glu Arg Lys 
185 

Lys Cys Arg Glu 

Gin Glu His Leu 
220 

Asp Ser Trp Gly 
235 

He Tyr Thr Thr 
250 



Thr 


Leu 


Glu 


Val 






15 




Trp 


His 


Arg 


Arg 




30 






Thr 


Glu 


Leu 


Arg 


45 








Ser 


Leu 


Thr 


Glu 


Gin 


Pro 


His 


Glu 








80 


Arg 


Met 


Lys 


lie 






95 




Trp 


Gin 


Leu 


His 




110 






Pro 


Pro 


Leu 


Leu 


125 








His 


Cys 


Ala 


Pro 


Lys 


Ser 


Phe 


Ser 








160 


Lys 


Ala 


Leu 


Thr 






175 




Glu 


Lys 


Glu 


His 




190 






Glu 


Lys 


Gin 


Glu 


205 








Glu 


Glu 


Glu 


Glu 


Glu 


Cys 


Arg 


Ser 








240 


Cys 


Gin 


Pro 


Ser 






255 





57 



Trp 


Ser 


Ser 


Val 
260 


Lys 


Asn 


Lys 


Leu 


Cys 


Tyr 


Leu 
275 


Gly 


Arg 


Thr 


Glu 


Asp 
280 


Cys 


Gin 
290 


Asp 


Val 


Ser 


Asn 


Phe 
295 


Met 


Thr 


Tyr 


Leu 


Lys 


Thr 


Val 


Leu 


Met 


305 










310 






Arg 


Arg 


Ser 


Gly 


Trp 
325 


Ser 


Met 


Tyr 


Ser 


Arg 


Pro 


Gly 
340 


Ser 


Thr 


Trp 


Arg 


Glu 


Gly 


Asn 
355 


Leu 


Ala 


Gly 


Cys 


Leu 
360 


Gin 


Arg 
370 


Ser 


Ser 


Leu 


He 


Gin 
375 


Tyr 


He 


Phe 


Pro 


Asn 


Lys 


Met 


Lys 


Gin 


385 










390 






He 


Ser 


His 


Ser 


Arg 
405 


Ser 


Leu 


Leu 


Ser 


Leu 


Ala 


Thr 

420 


Trp 


Gin 


Lys 


Leu 


Lys 


Pro 


Gly 
435 


Lys 


Lys 


He 


Cys 


He 
440 


Ser 


Ser 
450 


Ser 


Gly 


Thr 


Trp 


Lys 
455 


Ser 


Ser 


Cys 


Arg 


Lys 


Val 


Cys 


Leu 


Tyr 


465 










470 






Val 


Glu 


Trp 


Leu 


Ser 
485 


Tyr 


Tyr 


Ser 


Lys 


He 


Lys 


Arg 
500 


Asn 


Met 


Tyr 


Tyr 


Leu 


Tyr 


He 
515 


Glu 


lie 


Leu 


Asn 


His 
520 



<210> 67 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 67 

agttgcgtcc ctctctgttg 

<210> 68 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 68 

gcttcatgtt cccgctgtta 

<210> 69 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



Leu 


Thr 


Thr 


Glu 


Ala 


Phe 


Gin 


Arg 


265 










270 






Cys 


Val 


Gly 


Asn 


Leu 


Thr 


Arg 


He 










285 








Lys 


Asn 


Ala 


Lys 


Asn 


Val 


Arg 


Leu 








300 










Tyr 


Leu 


Leu 


Cys 


Thr 


Gin 


Asn 


Thr 






315 










320 


Pro 


He 


Ser 


Ser 


Met 


Ala 


Arg 


Phe 




330 










335 




Thr 


Pro 


Pro 


He 


Trp 


Trp 


Arg 


Arg 


345 










350 






Asn 


Trp 


Gin 


Thr 


Arg 


Pro 


Gin 


Lys 










365 








Arg 


Phe 


Gin 


Gly 


Phe 


Met 


Lys 


Glu 








380 










Gin 


Thr 


Ala 


Phe 


Cys 


Leu 


Pro 


Leu 






395 










400 


Lys 


Lys 


Val 


Leu Arg Val 


Leu 


Thr 




410 










415 




Tyr 


Ser 


He 


Leu Arg Asn 


He 


Leu 


425 










430 






Leu 


Tyr 


Pro 


Val 


Ser 


Arg 


He 


He 










445 








Asn 


Lys 


Lys 


Gly 


Cys 


Asn 


Lys 


His 








4 60 










Thr 


Met 


Lys 


Tyr 


Ser 


Phe 


Thr 


Tyr 






475 










480 


Asn 


Val 


Lys 


Met 


Lys 


He 


Pro 


Pro 




4 90 










495 




He 


Ser 


Trp 


Tyr 


He 


Ser 


Ser 


Ser 


505 










510 







Leu 



58 



<220> 

<223> Primer 



<400> 69 

acgccgcggg cccctgcggg acgggt 26 

<210> 70 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 70 

ccatcctaat acgactcact atagggc 27 

<210> 71 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 71 

ggagccgctg ggacgcggct tacctc 26 

<210> 72 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 72 

ccatcctaat acgactcact atagggc 27 

<210> 73 
<211> 564 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (564) 
<223> n = A,T,C or G 

<400> 73 

ggtgtctatg ttctatcaca tctacaaaca tgtcacttcc taattaacaa aatgttcttc 60 

ctttagtttg cttttgcact taaaatatat ataattgact tttttggaaa aaaatctaag 120 

attcattgct ttgttttgta aagaccaata ggttctgtat agtctttttt taaattgtgg 180 

taaaatacac atggcattaa tttaccattt taaccatttt aaagtgcaca atttgtggca 240 

ttaagtacac tcacgttgct gtgcaaccat caccaccgtc catcttcaga acctttttat 300 

cttcctaaac tgaaactctg tactcgttaa gcactcactt cccttttccc catcccccag 360 

cccgtagcaa ccacgactgt actttctatg aatttgacta ctctaggtac tgcatgtagg 420 

tggaatcata cagtatttgt cttttgcttg ntttgntttg ttttttgttt tctaagacag 480 

ggtctcactc tgtcgcccta gctggattgc agagttaagt ttatgattat gaaataaaaa 540 

ctaaataacn attgtcctcg tttg 564 

<210> 74 



59 



<211> 1161 

<212> DNA 

<213> Homo sapiens 



<400> 74 

cctgaaagcc tggcgccaat gacccgcgag acattttttg cctggggtgc tcctgtcgga 60 

aaggaaagag gaaaggacga ctaagaactt atactcgaac tcccgaattt ctcttttcaa 120 

ggtttaagag gaaagctggt tcgtggggat tggatgggag gccaccagga aaccaagttc 180 

ccgcgccagc ttcagtgctc tcctcttycc gccgcctttg ccccgcccac atcactttcg 240 

ctccagtttt tgaaaacgct gcgaagcgga atggtccaca ggggaaaacg gaggaggggc 300 

caaagccagg actttgagac cggcgcgcgg tcaagcccag gcagctctcc ctaaccctcc 360 

agcactgggc aaacgctgcc cgatgacgcc cgcctcgggg gccacggcat cactggggcg 420 

actgcgagcc cggccgcgga gccgctggga cgcggcttac ctcccggctg tcgctgctgt 480 

gtgtgttgcc cgcgccagtc acgtccctaa tgggaccctc cgtttcggcg tctgtaaggc 540 

gaggaggacg atgcgtcccc tccctsgcag gattgaggtt aggactaaac ggggtccgca 600 

gcgcccggca gctcccgagc gctctcccca gccgcgcctc cctccttccc gccacccgtc 660 

ccgcaggggc ccgcggcgtc acctctcagg ctgtagcgcg cctgcatgcc gaataccgac 720 

agggtgccgg tgcccgtgcg gtcgtccttc ctgacgccgc agcggaggat gtgttggatc 780 

tgccccagga tttccaggtc ccagatgaag agataattct acttactgga tataggatgc 840 

attagatctt cttaccttaa aaaaaaaaaa aaaggcagca atgatcaaaa tactaataaa 900 

ttactcacag actcagtgta ttttttcttg gagtaaaagt ccaggatggg taatagaata 960 

cctgctgttg gcttttggaa aaattggtac tgtatgtagc aaaataatgt gaaacccata 1020 

tgcatggata ttcttaacaa tttgaagaaa tcgtcacagc tttcctgggt tgttgagcct 1080 

ctaaaatggt cttttcctct gatgtgataa taaagtgttt attttgaact caaaaaaaaa 1140 

aaaaaaaaaa aaaaaaaaaa a 1161 



<210> 75 
<211> 123 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (1) . . . (123) 

<223> Xaa = Any Amino Acid 



<400> 75 



Met 


Thr 


Pro 


Ala 


Ser 


Gly Ala 


Thr 


Ala 


Ser 


Leu 


Gly Arg 


Leu Arg Ala 


1 








5 








10 








15 




Arg 


Pro 


Arg 


Ser 


Arg 


Trp Asp 


Ala 


Ala 


Tyr 


Leu 


Pro 


Ala 


Val Ala 


Ala 








20 








25 










30 




Val 


Cys 


Val 


Ala 


Arg 


Ala Ser 


His 


Val 


Pro Asn Gly 


Thr 


Leu Arg 


Phe 






35 








40 










45 






Gly 


Val 


Cys 


Lys 


Ala 


Arg Arg 


Thr 


Met 


Arg 


Pro 


Leu 


Pro 


Xaa Arg 


He 




50 








55 










60 








Glu 


Val 


Arg 


Thr 


Lys 


Arg Gly 


Pro 


Gin Arg 


Pro 


Ala 


Ala 


Pro Glu 


Arg 


65 










70 








75 








80 


Ser 


Pro 


Gin 


Pro 


Arg 


Leu Pro 


Pro 


Ser 


Arg 


His 


Pro 


Ser Arg Arg 


Gly 










85 








90 








95 




Pro 


Arg 


Arg 


His 


Leu 


Ser Gly Cys 


Ser 


Ala 


Pro 


Ala 


Cys 


Arg lie 


Pro 








100 








105 










110 




Thr 


Gly 


Cys 


Arg 


Cys 


Pro Cys 


Gly Arg 


Pro 


Ser 











115 120 



<210> 76 
<211> 105 
<212> PRT 

<213> Homo sapiens 



<400> 76 

Met Gly Pro Ser Val Ser Ala Ser Val Arg Arg Gly Gly Arg Cys Val 
1 5 10 15 



60 



Pro Ser Leu 



Ala Gly 
20 

Ala Leu 



Leu Arg Leu Gin Gly Val Arg Ser Ala Arg Gin 



25 30 



Leu Pro Ser 
35 

Gly Arg Val 
50 



Pro Ser Arg Ala Ser Leu Leu Pro Ala Trp Ala 



40 45 



Thr Ser 



Gin Ala Val Ala Arg Leu His Ala Glu Tyr Arg 



55 60 



Gin Gly Ala 
65 



Gly Ala 



Arg Ala Val Val Leu Pro Asp Ala Ala Ala Glu 
70 75 80 

Pro Gin Asp Phe Gin Val Pro Asp Glu Glu He 



Asp Val Leu 



Asp Leu 
85 



90 95 



He Leu Leu 



Thr Gly 
100 



Tyr Arg Met His 



105 



<210> 77 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 77 

aacggctgcc taacgtcctg t 21 

<210> 78 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 78 

ggagagctgc ctgggcttga 20 

<210> 79 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 79 

ttgaaaacgc tgcgaagcgg aat 23 

<210> 80 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 80 

cgctacagcc tgagaggtga 20 

<210> 81 
<211> 23 
<212> DNA 

<213> Artificial Sequence 



61 



<220> 

<223> Primer 
<400> 81 

aggattgagg ttaggactaa acg 

<210> 82 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 82 

tggcgcacgc tctctagagc 

<210> 83 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 83 

ccattcaaca taagtaaact aagag 

<210> 84 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 84 

gcttttgtag atgggctctt ac 

<210> 85 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 85 

ggaacacacc aatctaatga gcac 

<210> 86 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 86 

gttggcaggt tgtataaatt ctcatgca 



<210> 87 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 87 

aggctatgcc gggagtcttt ggcagattcc 30 

<210> 88 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 88 

gaaggtgaag gtcggagtc 19 

<210> 89 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 89 

gaagatggtg atgggatttc 20 

<210> 90 
<211> 20 
<212> DNA 

<213> Homo sapiens 
<400> 90 

caagcttccc gttctcagcc 20 

<210> 91 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 91 

ctgagtggag aagatgagag aggca 25 

<210> 92 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 92 

tttaaaagtg cttccttaaa atgctg 26 

<210> 93 
<211> 26 



63 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 
<400> 93 

tttaaaagtg cttccttaaa gtgctg 26 

<210> 94 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 94 

gatgagagag gcaagtttgg ctgggt 26 

<210> 95 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 95 

gatgagagag gcaagtttgg ttgggt 26 

<210> 96 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 96 

gagtgtgaaa gttagaggaa ggcag 25 

<210> 97 
<211> 65 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 97 

cacaccagta gacccacaca gccaccatcg atgcggccgc ggatccattt tttttttttt 60 
ttttt 65 

<210> 98 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



64 



<400> 98 

tgggtgtctc aactggcaag ccat 



<210> 99 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 99 

cacaccagta gacccacaca gcca 

<210> 100 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 
<400> 100 

cataacccag tgactgagga catc 

<210> 101 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<40O> 101 

accatcgatg cggccgcgga tcca 

<210> 102 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<40O> 102 

cagatctgct gcagcctcac agggaagga 

<210> 103 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 103 

cagatctgct gcagcctcac atggaagga 



<210> 104 
<211> 29 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 104 

cagatctgct gcagcctcac ttggaagga 



29 



<210> 105 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 105 

cagatctgct gcagcctcac tgggaagga 29 

<210> 106 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 106 

ctgcttggaa gaatctcctc catg 24 

<210> 107 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 107 

tgtaaaacga cggccagtgc ggcacgaggc acatcgtaaa aagtg 45 

<210> 108 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 108 

caggaaacag ctatgacccc taccctctca acaaagcttt cc 42 

<210> 109 
<211> 117 
<212> DNA 
<213> Rattus 



<400> 109 



gtctcaactg gcaagccata accagtgact gaggacatct ttaattcaac aaaggcagtt 
ccaaagattc atggaggaga ttcttccaag caggatgaaa ttatggtaga ctcaagc 



60 
117 



66 



<210> 110 
<211> 39 
<212> PRT 
<213> Rattus 



<400> 110 . 

Ser Gin Leu Ala Ser His Asn Pro 

1 5 
Thr Lys Ala Val Pro Lys lie His 
20 

Glu He Met Val Asp Ser Ser 
35 



Val Thr Glu Asp He Phe Asn Ser 

10 ■ 15 
Gly Gly Asp Ser Ser Lys Gin Asp 
25 30 



<210> ill 
<211> 289 
<212> DNA 
<213> Rattus 



<400> 111 

cataacccag tgactgagga catctttaat tcaacaaagg cagttccaaa gattcatgga 60 

ggagattctt ccaagcagga tgaaattatg gtagactcaa gcagcattct gccttcctct 120 

aacttcaccg tccagaatcc tcctgaagaa ggtgctgaga gctcaaatgt tatttactac 180 

atggcagcta aagttctgca gcatctaaag ggatgttttg aaacttggta agaatagctg 240 

attaggaaag ctttgttgag agggtaggta acataaaaaa aaaaaaaaa 289 

<210> 112 
<211> 92 
<212> PRT 
<213> Rattus 



<400> 112 



His 


Asn 


Pro 


Val 


Thr Glu Asp 


He 


Phe 


Asn 


Ser 


Thr 


Lys 


Ala 


Val 


Pro 


1 








5 






10 










15 




Lys 


He 


His 


Gly 


Gly Asp Ser 


Ser 


Lys 


Gin 


Asp 


Glu 


He 


Met 


Val 


Asp 








20 






25 










30 






Ser 


Ser 


Ser 


He 


Leu Pro Ser 


Ser 


Asn 


Phe 


Thr 


Val 


Gin 


Asn 


Pro 


Pro 






35 






40 










45 








Glu 


Glu 


Gly Ala 


Glu Ser Ser 


Asn 


Val 


He 


Tyr 


Tyr 


Met 


Ala 


Ala 


Lys 




50 






55 










60 










Val 


. Leu 


Gin 


His 


Leu Lys Gly Cys 


Phe 


Glu 


Thr 


Trp 


Glu 


Leu 


He 


Arg 


65 








70 








75 










80 


Lys 


Ala 


Leu 


Leu 


Arg Gly Val 


Thr 


Lys 


Lys 


Lys 


Lys 











85 90 



<210> 113 
<211> 1120 
<212> DNA 
<213> Rattus 



<400> 113 

cccttcactg cgcgcccact gggaaggaga cagatgctac 
ttccagaggt aggagaggca gatgtagagg gagaggtcaa 
agcaaatgaa aatcatgatg gaaaggagag aggaggaaca 
tgaagaagtg caaagaagaa aagcaggagg cccagaaact 
gtctggagga agaagaaaag ctatgtcagg catcttctat 
ggccatgttt ggaaagtaac tgcatacgat tttatacagc 
ctgtgaaaag catgatgaag caatttctca agaagatata 
gtgaagatgt aaaggatccc cctgccatag aacagctgac 
tacacataga gaacctgttt agccagctgg ccgtggatgc 
gcttttacat ttttaagcag atgcagcaag aatttgatca 
tgtccgatgt ggacttaatg gagccatacc ccccagcttt 
aagaagaact tgggcaaagg tggggcattc ccaatgtctt 



ggatggaaac 


ctaaagagtc 


60 


gaaggctttg 


attggcatta 


120 


cgcaaaattg 


atgaaagcct 


180 


catgaacgaa 


gtgcaagaac 


240 


aggttcttgg 


gatggatgca 


300 


ttgccaacct 


ggttggtcct 


360 


ccgatttctg 


tcttcccaga 


420 


taaggaagat 


ttacaagtgg 


480 


aaaatctctc 


ttcaacatga 


540 


ggcttttcaa 


ttatacttca 


600 


atctaaagag 


ataatcaaaa 


660 


ccagctgttt 


cataatttca 


720 



67 



gtctctctgt ttatgggaga gtccaacaaa taataatgaa gacactcaat gcaattgaag 780 

attcatggga accacacaaa gagttagacc agagaggtat gacttcagag atgttacctg 840 

agcaaaatgg agaaatgtgt gaggaatttg tcaagaattt atctggatgt ttaaaatttc 900 

gtaaaagatg ccaaaaatgt cacaattacc tatctgaaga atgccctgat gtacctgaac 960 

ttcacataga attccttgag gccctgaaat tagtcaatgt atccaatcag caatatgatc 1020 

agattgtcca gatgacccag tatcatttgg aagataccat atacctgatg gagaaaatgc 1080 

aagagcagtt tggatgggtg tctcaactgg caagccataa 1120 



<210> 114 
<211> 397 
<212> PRT 
<213> Rattus 



<400> 114 



Leu 


His 


Cys 


Ala 


1 








Leu 


Lys 


Ser 


Leu 








20 


Lys 


Lys 


Ala 


Leu 






35 




Arg 


Glu 


Glu 


Glu 




50 






Glu 


Glu 


Lys 


Gin 


65 








Leu 


Glu 


Glu 


Glu 


Asp 


Gly 


Cys 


Arg 








100 


Ala 


Cys 


Gin 


Pro 






115 




Leu 


Lys 


Lys 


He 




130 






Asp 


Pro 


Pro 


Ala 


145 








His 


He 


Glu 


Asn 


Phe 


Asn 


Met 


Ser 








180 


Gin 


Ala 


Phe 


Gin 






195 




Tyr 


Pro 


Pro 


Ala 




210 






Gin 


Arg 


Trp 


Gly 


225 








Leu 


Ser 


Val 


Tyr 


Ala 


He 


Glu 


Asp 








260 


Met 


Thr 


Ser 


Glu 






275 




Phe 


Val 


Lys 


Asn 




290 






Lys 


Cys 


His 


Asn 


305 








His 


He 


Glu 


Phe 


Gin 


Tyr 


Asp 


Gin 








340 


He 


Tyr 


Leu 


Met 






355 




Leu 


Ala 


Ser 


His 




370 







Pro Thr Gly Lys 
5 

Pro Glu Val Gly 

He Gly He Lys 
40 

His Ala Lys Leu 
55 

Glu Ala Gin Lys 
70 

Glu Lys Leu Cys 
85 

Pro Cys Leu Glu 

Gly Trp Ser Ser 
120 

Tyr Arg Phe Leu 
135 

He Glu Gin Leu 
150 

Leu Phe Ser Gin 
165 

Phe Tyr He Phe 

Leu Tyr Phe Met 
200 

Leu Ser Lys Glu 
215 

He Pro Asn Val 
230 

Gly Arg Val Gin 
245 

Ser Trp Glu Pro 

Met Leu Pro Glu 
280 

Leu Ser Gly Cys 
295 

Tyr Leu Ser Glu 
310 

Leu Glu Ala Leu 
325 

He Val Gin Met 

Glu Lys Met Gin 
360 

Asn Pro Val Thr 
375 



Glu Thr Asp Ala 
10 

Glu Ala Asp Val 
25 

Gin Met Lys He 

Met Lys Ala Leu 
60 

Leu Met Asn Glu 
75 

Gin Ala Ser Ser 
90 

Ser Asn Cys lie 
105 

Val Lys Ser Met 

Ser Ser Gin Ser 
140 

Thr Lys Glu Asp 
155 

Leu Ala Val Asp 
170 

Lys Gin Met Gin 
185 

Ser Asp Val Asp 

He He Lys Lys 
220 

Phe Gin Leu Phe 
235 

Gin lie He Met 
250 

His Lys Glu Leu 
265 

Gin Asn Gly Glu 

Leu Lys Phe Arg 
300 

Glu Cys Pro Asp 
315 

Lys Leu Val Asn 
330 

Thr Gin Tyr His 
345 

Glu Gin Phe Gly 

Glu Asp He Phe 
380 



Thr 


Asp 


Gly 


Asn 






15 




Glu 


Gly 


Glu 


Val 




30 






Met 


Met 


Glu 


Arg 


45 








Lys 


Lys 


Cys 


Lys 


Val 


Gin 


Glu 


Arq 








80 


He 


Gly 


Ser 


Trp 






95 




Arg 


Phe 


Tyr 


Thr 




110 






Met 


Lys 


Gin 


Phe 


125 








Glu 


Asp 


Val 


Lys 


Leu 


Gin 


Val 


Val 








160 


Ala 


Lys 


Ser 


Leu 






175 




Gin 


Glu 


Phe 


Asp 




190 






Leu 


Met 


Glu 


Pro 


205 








Glu 


Glu 


Leu 


Gly 


His 


Asn 


Phe 


Ser 








240 


Lys 


Thr 


Leu 


Asn 






255 




Asp 


Gin 


Arg 


Gly 




270 






Met 


Cys 


Glu 


Glu 


285 








Lys 


Arg 


Cys 


Gin 


Val 


Pro 


Glu 


Leu 








320 


Val 


Ser 


Asn 


Gin 






335 




Leu 


Glu 


Asp 


Thr 




350 






Trp 


Val 


Ser 


Gin 


365 








Asn 


Ser 


Thr 


Lys 



68 



Ala Val Pro Lys He His Gly Gly Asp Ser Ser Lys Gin 
385 390 395 



<210> 115 
<211> 341 
<212> DNA 
<213> Rattus 



<400> 115 

tttttttttt tttttttcaa ggctttcatc aattttgcgt gttcctcctc tctcctttcc 60 

atcatgattt tcatttgctt aatgccaatc aaagccttct tgacctctcc ctctacatct 120 

gcctctccta cctctggaag actctttagg tttccatccg tagcatctgt ctccttccaa 180 

gtaggtgcac tgtcacaata tttcaaccat aacagataca cagaaatcac aaagagtggt 240 

ggctgcatgg tccagtgttc caccgatatt gcagctctcc ccagagaaat tgccactaac 300 

ttctgaaagg accttcactt tttacgatgt gcctcgtgcc g 341 



<210> 116 
<211> 341 
<212> DNA 
<213> Rattus 



<400> 116 

cggcacgagg cacatcgtaa aaagtgaagg tcctttcaga agttagtggc aatttctctg 60 

gggagagctg caatatcggt ggaacactgg accatgcagc caccactctt tgtgatttct 120 

gtgtatctgt tatggttgaa atattgtgac agtgcaccta cttggaagga gacagatgct 180 

acggatggaa acctaaagag tcttccagag gtaggagagg cagatgtaga gggagaggtc 240 

aagaaggctt tgattggcat taagcaaatg aaaatcatga tggaaaggag agaggaggaa 300 

cacgcaaaat tgatgaaagc cttgaaaaaa aaaaaaaaaa a 341 

<210> 117 
<211> 112 
<212> PRT 
<213> Rattus 



<400> 117 



Arg 


His 


Glu 


Ala 


His 


Arg 


Lys 


Lys 


Arg 


Ser 


Phe 


Gin 


Lys Leu Val 


Ala 


1 








5 










10 






15 




He 


Ser 


Leu 


Gly 


Arg 


Ala 


Ala 


He 


Ser 


Val 


Glu 


His 


Trp Thr Met 


Gin 








20 










25 








30 




Pro 


Pro 


Leu 


Phe 


Val 


He 


Ser 


Val 


Tyr 


Leu 


Leu 


Trp 


Leu Lys Tyr 


Cys 






35 










40 










4 5 




Asp 


Ser 


Ala 


Pro 


Thr 


Trp 


Lys 


Glu 


Thr 


Asp 


Ala 


Thr Asp Gly Asn 


Leu 




50 










55 










60 






Lys 


Ser 


Leu 


Pro 


Glu 


Val 


Gly 


Glu 


Ala 


Asp 


Val 


Glu 


Gly Glu Val 


Lys 


65 










70 










75 






80 


Lys 


Ala 


Leu 


He 


Gly 


He 


Lys 


Gin 


Met 


Lys 


He 


Met 


Met Glu Arg Arg 










85 










90 






95 




Glu 


Glu 


Glu 


His 


Ala 


Lys 


Leu 


Met 


Lys 


Ala 


Leu 


Lys 


Lys Lys Lys 


Lys 



100 105 110 



<210> 118 
<211> 56 
<212> PRT 
<213> Rattus 

<400> 118 



Thr 


Asp 


Ala 


Thr 


Asp 


Gly 


Asn 


Leu 


Lys 


Ser 


Leu 


Pro 


Glu 


Val 


Gly Glu 


1 








5 










10 










15 


Ala 


Asp 


Val 


Glu 
20 


Gly 


Glu 


Val 


Lys 


Lys 
25 


Ala 


Leu 


He 


Gly 


He 
30 


Lys Gin 


Met 


Lys 


He 
35 


Met 


Met 


Glu 


Arg 


Arg 
40 


Glu 


Glu 


Glu 


His 


Ala 
45 


Lys 


Leu Met 



69 



Lys Ala Leu Lys Lys Lys Lys Lys 
50 55 



<210> 119 
<211> 1545 
<212> DNA 
<213> Rattus 



<400> 119 

ggcaccgagg 

gggagagctg 

gtgtatctgt 

cggatggaaa 

agaaggcttt 

acgcaaaatt 

tcatgaacga 

taggttcttg 

cttgccaacc 

accgatttct 

ctaaggaaga 

caaaatctct 

aggcttttca 

tatctaaaga 

tccagctgtt 

agacactcaa 

tgacttcaga 

tatctggatg 

aatgccctga 

tatccaatca 

tatacctgat 

acccagtgac 

attcttccaa 

tcaccgtcca 

cagctaaagt 

ggaaagcttt 



cacatcgtaa 
caatatcggt 
tatggtgaaa 
cctaaagagt 
gattggcatt 
gatgaaagcc 
agtgcaagaa 
ggatggatgc 
tggttggtcc 
gtcttcccag 
tttacaagtg 
cttcaacatg 
attatacttc 
gataatcaaa 
tcataatttc 
tgcaattgaa 
gatgttacct 
tttaaaattt 
tgtacctgaa 
gcaatatgat 
ggagaaaatg 
tgaggacatc 
gcaggatgaa 
gaatcctcct 
tctgcagcat 
gttgagaggg 



aaagtgaagg 
ggaacactgg 
tattgtgaca 
cttccagagg 
aagcaaatga 
ttgaagaagt 
cgtctggagg 
aggccatgtt 
tctgtgaaaa 
agtgaagatg 
gtacacatag 
agcttttaca 
atgtccgatg 
aaagaagaac 
agtctctctg 
gattcatggg 
gagcaaaatg 
cgtaaaagat 
cttcacatag 
cagattgtcc 
caagagcagt 
tttaattcaa 
attatggtag 
gaagaaggtg 
ctaaagggat 
taggtaacat 



tcctttcaga 
accatgcagc 
gtgcacctac 
taggagaggc 
aaatcatgat 
gcaaagaaga 
aagaagaaaa 
tggaaagtaa 
gcatgatgaa 
taaaggatcc 
agaacctgtt 
tttttaagca 
tggacttaat 
ttgggcaaag 
tttatgggag 
aaccacacaa 
gagaaatgtg 
gccaaaaatg 
aattccttga 
agatgaccca 
ttggatgggt 
caaaggcagt 
actcaagcag 
ctgagagctc 
gttttgaaac 
aaaaaaaaaa 



agttagtggc 
caccactctt 
ttggaaggag 
agatgtagag 
ggaaaggaga 
aaagcaggag 
gctatgtcag 
ctgcatacga 
gcaatttctc 
ccctgccata 
tagccagctg 
gatgcagcaa 
ggagccatac 
gtggggcatt 
agtccaacaa 
agagttagac 
tgaggaattt 
tcacaattac 
ggccctgaaa 
gtatcatttg 
gtctcaactg 
tccaaagatt 
cattctgcct 
aaatgttatt 
ttggtaagaa 
aaaaa 



aatttctctg 
tgtgatttct 
acagatgcta 
ggagaggtca 
gaggaggaac 
gcccagaaac 
gcatcttcta 
ttttatacag 
aagaagatat 
gaacagctga 
gccgtggatg 
gaatttgatc 
cccccagctt 
cccaatgtct 
ataataatga 
cagagaggta 
gtcaagaatt 
ctatctgaag 
ttagtcaatg 
gaagatacca 
gcaagccata 
catggaggag 
tcctctaact 
tactacatgg 
tagctgatta 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1545 



<210> 120 
<211> 512 
<212> PRT 
<213> Rattus 



<400> 120 



His 


Arg 


Gly 


Thr 


Ser 


Glx 


Lys 


Val 


Lys 


Val 


Leu 


Ser 


Glu 


Val 


Ser Gly 


1 








5 










10 










15 


Asn 


Phe 


Ser 


Gly 


Glu 


Ser 


Cys 


Asn 


He 


Gly 


Gly 


Thr 


Leu Asp 


His Ala 








20 










25 










30 




Ala 


Thr 


Thr 


Leu 


Cys 


Asp 


Phe 


Cys 


Val 


Ser 


Val 


Met 


Val 


Lys 


Tyr Cys 






35 










40 










45 






Asp 


Ser 


Ala 


Pro 


Thr 


Trp 


Lys 


Glu 


Thr 


Asp 


Ala 


Thr 


Asp 


Gly Asn Leu 




50 










55 










60 








Lys 


Ser 


Leu 


Pro 


Glu 


Val 


Gly 


Glu 


Ala 


Asp 


Val 


Glu 


Gly 


Glu 


Val Lys 


65 










70 










75 








80 


Lys 


Ala 


Leu 


He 


Gly 


He 


Lys 


Gin 


Met 


Lys 


He 


Met 


Met 


Glu 


Arg Arg 










85 










90 










95 


Glu 


Glu 


Glu 


His 


Ala 


Lys 


Leu 


Met 


Lys 


Ala 


Leu 


Lys 


Lys 


Cys 


Lys Glu 








100 










105 










110 




Glu 


Lys 


Gin 


Glu 


Ala 


Gin 


Lys 


Leu 


Met 


Asn 


Glu 


Val 


Gin 


Glu 


Arg Leu 






115 










120 










125 






Glu 


Glu 


Glu 


Glu 


Lys 


Leu 


Cys 


Gin 


Ala 


Ser 


Ser 


He 


Gly 


Ser 


Trp Asp 




130 










135 










140 








Gly Cys 


Arg 


Pro 


Cys 


Leu 


Glu 


Ser 


Asn 


Cys 


He 


Arg 


Phe 


Tyr 


Thr Ala 


145 










150 










155 








160 



70 



Cys 


Gin 


Pro 


Gly 


Trp 


Ser 


Ser 


Val 


Lys 


Ser 


Met 


Met 


Lys 


Gin 


Phe 


Leu 










165 










170 










175 




Lys 


Lys 


He 


Tyr 


Arg 


Phe 


Leu 


Ser 


Ser 


Gin 


Ser 


Glu 


Asp 


Val 


Lys 


Asp 








180 










185 










190 






Pro 


Pro 


Ala 


He 


Glu 


Gin 


Leu 


Thr 


Lys 


Glu 


Asp 


Leu 


Gin 


Val 


Val 


His 






195 










200 










205 








He 


Glu 


Asn 


Leu 


Phe 


Ser 


Gin 


Leu 


Ala 


Val 


Asp 


Ala 


Lys 


Ser 


Leu 


Phe 




210 










215 










220 










Asn 


Met 


Ser 


Phe 


Tyr 


He 


Phe 


Lys 


Gin 


Met 


Gin 


Gin 


Glu 


Phe 


Asp 


Gin 


225 










230 










235 










240 


Ala 


Phe 


Gin 


Leu 


Tyr 


Phe 


Met 


Ser 


Asp 


Val 


Asp 


Leu 


Met 


Glu 


Pro 


Tyr 










245 










250 










255 




Pro 


Pro 


Ala 


Leu 


Ser 


Lys 


Glu 


He 


He 


Lys 


Lys 


Glu 


Glu 


Leu 


Gly 


Gin 








260 










265 










270 






Arg 


Trp 


Gly 


He 


Pro 


Asn 


Val 


Phe 


Gin 


Leu 


Phe 


His 


Asn 


Phe 


Ser 


Leu 






275 










280 










285 








Ser 


Val 


Tyr 


Gly 


Arg Val 


Gin 


Gin 


He 


He 


Met 


Lys 


Thr 


Leu 


Asn 


Ala 




290 










295 










300 










He 


Glu 


Asp 


Ser 


Trp 


Glu 


Pro 


His 


Lys 


Glu 


Leu 


Asp 


Gin 


Arg 


Gly 


Met 


305 










310 










315 










320 


Thr 


Ser 


Glu 


Met 


Leu 


Pro 


Glu 


Gin 


Asn 


Gly 


Glu 


Met 


Cys 


Glu 


Glu 


Phe 










325 










330 










335 




Val 


Lys 


Asn 


Leu 


Ser Gly 


Cys 


Leu 


Lys 


Phe 


Arg 


Lys 


Arg 


Cys 


Gin 


Lys 








340 










345 










350 






Cys 


His 


Asn 


Tyr 


Leu 


Ser 


Glu 


Glu 


Cys 


Pro 


Asp 


Val 


Pro 


Glu 


Leu 


His 






355 










360 










365 








He 


Glu 


Phe 


Leu 


Glu 


Ala 


Leu 


Lys 


Leu 


Val 


Asn 


Val 


Ser 


Asn 


Gin 


Gin 




370 










375 










380 










Tyr 


Asp 


Gin 


He 


Val 


Gin 


Met 


Thr 


Gin 


Tyr 


His 


Leu 


Glu 


Asp 


Thr 


He 


385 










390 










395 










400 


Tyr 


Leu 


Met 


Glu 


Lys 


Met 


Gin 


Glu 


Gin 


Phe 


Gly 


Trp 


Val 


Ser 


Gin 


Leu 










405 










410 










415 




Ala 


Ser 


His 


Asn 


Pro 


Val 


Thr 


Glu 


Asp 


He 


Phe 


Asn 


Ser 


Thr 


Lys 


Ala 








420 










425 










430 






Val 


Pro 


Lys 


He 


His 


Gly 


Gly Asp 


Ser 


Ser 


Lys 


Gin 


Asp 


Glu 


He 


Met 






435 










440 










445 








Val 


Asp 


Ser 


Ser 


Ser 


He 


Leu 


Pro 


Ser 


Ser 


Asn 


Phe 


Thr 


Val 


Gin 


Asn 




450 










455 










460 










Pro 


Pro 


Glu 


Glu 


Gly Ala 


Glu 


Ser 


Ser 


Asn 


Val 


He 


Tyr 


Tyr 


Met 


Ala 


465 










470 










475 










480 


Ala 


Lys 


Val 


Leu 


Gin 


His 


Leu 


Lys 


Gly 


Cys 


Phe 


Glu 


Thr 


Trp 


Glu 


Leu 










485 










490 










495 




He 


Arg 


Lys 


Ala 


Leu 


Leu 


Arg Gly Asn 


Val 


Thr 


Asn 


Lys 


Lys 


Lys 


Lys 








500 










505 










510 







<210> 121 
<211> 221 
<212> DNA 

<213> Homo sapiens 
<400> 121 

gaattagacg aggcgatcag gttggtcaat gtatccaatc agcagtatgg ccagattctc 60 
cagatgaccc ggaagcactt ggaggacacc gcctatctgg tggagaagat gagagggcaa 120 
tttggctggg tgtctgaact ggcaaaccag gccccagaaa cagagatcat ctttaattca 180 
atacaggtaa gaagatctaa tgcatcctat atccagtaag t 221 

<210> 122 
<211> 524 
<212> DNA 

<213> Homo sapiens 
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<400> 122 

acacagaatt agacgaggcg atcaggttgg tcaatgtatc caatcagcag tatggccaga 60 

ttctccagat gacccggaag cacttggagg acaccgccta tctggtggag aagatgagag 120 

ggcaatttgg ctgggtgtct gaactggcaa accaggcccc agaaacagag atcatcttta 180 

attcaataca ggtagttcca aggattcatg aaggaaatat ttccaaacaa gatgaaacaa 240 

tgatgacaga cttaagcatt ctgccttcct ctaatttcac actcaagatc cctcttgaag 300 

aaagtgctga gagttctaac ttcattggct acgtagtggc aaaagctcta cagcatttta 360 

aggaacattt taaaacctgg taagcagagt gcctggttag gaatgccttg ttgacaggaa 420 

tagttaattc tcaaaaggga aaaacaaaac ttgtttcaaa atacctggaa aacatgttta 480 

acctcattaa taaagacatg aaaacaaaca agatggcatt ttct 524 

<210> 123 
<211> 568 
<212> DNA 
<213> Homo sapiens 

<400> 123 

gaattagacg aggcgatcag gttggtcaat gtatccaatc agcagtatgg ccagattctc 60 

cagatgaccc ggaagcactt ggaggacacc gcctatctgg tggagaagat gagagggcaa 120 

tttggctggg tgtctgaact ggcaaaccag gccccagaaa cagagatcat ctttaattca 180 

atacaggtag ttccaaggat tcatgaagga aatatttcca aacaagatga aacaatgatg 240 

acagacttaa gcattctgcc ttcctctaat ttcacactca agatccctct tgaagaaagt 300 

gctgagagtt ctaacttcat tggctacgta gtggcaaaag ctctacagca ttttaaggaa 360 

cattttaaaa cctgaaaaag atcctgaggc tcagtgtcca aggtccaatg aactactcag 420 

gtcggaggtg gtagagcagc atgtggagcc agttctctct ccgactccat catcacactg 480 

cacggcttcc tgttaagata tttgctcaaa aaatgcgaga tataaaaatc tgggtaagaa 540 

gatctaatgc atcctatatc cagtaagt 568 

<210> 124 
<211> 1141 
<212> DNA 
<213> H. sapiens 

<220> 

<221> misc_f eature 
<222> (789) . . . (798) 

<223> additional sequence present in full genomic sequence 
<400> 124 

cctgaaagcc tggcgccaat gacccgcgag acattttttg cctggggtgc tcctgtcgga 60 

aaggaaagag gaaaggacga ctaagaactt atactcgaac tcccgaattt ctcttttcaa 120 

ggtttaagag gaaagctggt tcgtggggat tggatgggag gccaccagga aaccaagttc 180 

ccgcgccagc ttcagtgctc tcctcttycc gccgcctttg ccccgcccac atcactttcg 240 

ctccagtttt tgaaaacgct gcgaagcgga atggtccaca ggggaaaacg gaggaggggc 300 

caaagccagg actttgagac cggcgcgcgg tcaagcccag gcagctctcc ctaaccctcc 360 

agcactgggc aaacgctgcc cgatgacgcc cgcctcgggg gccacggcat cactggggcg 420 

actgcgagcc cggccgcgga gccgctggga cgcggcttac ctcccggctg tcgctgctgt 4 80 

gtgtgttgcc cgcgccagtc acgtccctaa tgggaccctc cgtttcggcg tctgtaaggc 540 

gaggaggacg atgcgtcccc tccctsgcag gattgaggtt aggactaaac ggggtccgca 600 

gcgcccggca gctcccgagc gctctcccca gccgcgcctc cctccttccc gccacccgtc 660 

ccgcaggggc ccgcggcgtc acctctcagg ctgtagcgcg cctgcatgcc gaataccgac 720 

agggtgccgg tgcccgtgcg gtcgtccttc ctgacgccgc agcggaggat gtgttggatc 780 

tgccccaggt actttcagga tttccaggtc ccagatgaag agataattct acttactgga 840 

tataggatgc attagatctt cttaccttaa aaaaaaaaaa aaaggcagca atgatcaaaa 900 

tactaataaa ttactcacag actcagtgta ttttttcttg gagtaaaagt ccaggatggg 960 

taatagaata cctgctgttg gcttttggaa aaattggtac tgtatgtagc aaaataatgt 1020 

gaaacccata tgcatggata ttcttaacaa tttgaagaaa tcgtcacagc tttcctgggt 1080 

tgttgagcct ctaaaatggt cttttcctct gatgtgataa taaagtgttt attttgaact 1140 
c 1141 

<210> 125 
<211> 27 
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<212> PRT 

<213> Homo sapiens 
<400> 125 

Cys Arg Glu Ser Leu Ala Asp Ser 

1 5 
Glu Asn Asn Cys Met Arg lie Tyr 
20 



Trp Gly Glu Cys Arg Ser Cys Leu 

10 15 
Thr Thr Cys 
25 



<210> 126 
<211> 29 
<212> PRT 

<213> Homo sapiens 
<400> 126 

Gly Glu Leu Asp Gin Asn Leu Ser 

1 5 
Cys Gin Lys Cys Gin Ala His Leu 
20 



Arg Cys Phe Lys Phe His Glu Lys 

10 15 
Ser Glu Asp Cys Pro 
25 



<210> 127 
<211> 27 
<212> PRT 
<213> Cavia sp. 

<400> 127 

Cys Gin Val Ser Leu Ala Asp Ser 

1 5 
Glu Ser Asn Cys Met Arg Phe Asp 
20 



Trp Asp Glu Cys Arg Ala Cys Leu 

10 15 
Thr Thr Cys 
25 



<210> 128 
<211> 30 
<212> PRT 
<213> Cavia sp. 



<400> 128 

Asp Gly Lys Leu Gly Gin Asn Leu 

1 5 
Arg Cys Gin Lys Cys Gin Asp Tyr 
20 



Ser Asp Cys Val Asn Phe Arg Lys 

10 15 
Leu Ser Asp Asp Cys Pro 
25 30 



<210> 129 
<211> 27 
<212> PRT 
<213> Bos sp. 



<400> 129 

Cys Gin Val Ser Leu Met Gly Ser Trp Asp Glu Cys Lys Ser Cys Leu 

15 10 15 

Glu Ser Asp Cys Met Arg Phe Tyr Thr Thr Cys 
20 25 



<210> 130 
<211> 29 
<212> PRT 
<213> Bos sp. 



<400> 130 

Leu Cys Gly Glu Pro Gly Gin Asn Ser Ser Glu Cys Leu Gin Phe His 

15 10 15 

Ala Arg Cys Gin Lys Cys Gin Asp Tyr Leu Trp Ala Asp 
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20 



25 



<210> 131 
<211> 30 
<212> PRT 

<213> Homo sapiens 
<400> 131 

Cys Arg Glu Ser Leu Ala Asp Ser 

1 5 
Glu Asn Asn Cys Met Arg lie Tyr 
20 

<210> 132 
<211> 9 
<212> PRT 

<213> Homo sapiens 



Trp Gly Glu Cys Arg Ser Cys Leu 

10 15 

Thr Thr Cys Cys Gly Glu 
25 ' 30 



<400> 132 

Arg Arg Ser Asn Ala Ser Tyr lie Gin 
1 5 



<210> 133 
<211> 494 
<212> PRT 

<213> Homo sapiens 



<400> 133 



Met 


Lys 


He 


Lys 


1 








Gin 


Leu 


His 


Trp 








20 


Pro 


Leu 


Leu 


Val 






35 




Cys 


Ala 


Pro 


Thr 




50 






Ser 


Phe 


Ser 


Glu 


65 








Ala 


Leu 


Thr 


Gly 


Lys 


Glu 


His 


Thr 








100 


Lys 


Gin 


Glu 


Ala 






115 




Glu 


Glu 


Glu 


Arg 




130 






Cys 


Arg 


Ser 


Cys 


145 








Gin 


Pro 


Ser 


Trp 


Lys 


He 


Tyr 


Gin 








180 


Leu 


Pro 


He 


Ser 






195 




Met 


Glu 


Asp 


Val 




210 






Asn 


Arg 


Ser 


Phe 


225 








Thr 


Phe 


Gin 


Ser 


Phe 


Phe 


Pro 


Ala 



260 



Ala Glu Lys Asn 
5 

Gly Asp He Ala 

Phe He Val Cys 
40 

Trp Lys Asp Lys 
55 

Val Gly Glu He 
70 

He Lys Gin Met 
85 

Asn Leu Met Ser 

Leu Lys Leu Leu 
120 

Leu Cys Arg Glu 
135 

Leu Glu Asn Asn 
150 

Ser Ser Val Lys 
165 

Phe Leu Phe Pro 

Glu Lys Leu He 
200 

Phe Ser Gin Leu 
215 

Asn Val Phe Arg 
230 

His Phe He Ser 
245 

Phe Ser Lys Glu 



Glu 


Gly 


Pro 


Ser 




10 






Asn 


Asn 


Ser Gly 


25 








Leu 


Leu 


Trp 


Leu 


Thr 


Ala 


He 


Ser 








60 


Asp 


Ala Asp Glu 






75 




Lys 


He 


Met 


Met 




90 






Thr 


Leu 


Lys 


Lys 


105 








Asn 


Glu 


Val 


Gin 


Ser 


Leu 


Ala 


Asp 








140 


Cys 


Met Arg 


He 






155 




Asn 


Lys 


He 


Glu 




170 






Phe 


His 


Glu 


Asp 


185 








Glu 


Glu Asp Ala 


Thr 


Val 


Asp Val 








220 


Gin 


Met 


Gin 


Gin 






235 




Asp 


Thr 


Asp 


Leu 




250 






Pro 


Met 


Thr 


Lys 


265 









Arg 


Ser 


Trp 


Trp 






15 




Asn 


Met 


Lys 


Pro 




30 






Lys 


Asp 


Ser 


His 


45 








Glu 


Asn 


Leu 


Lys 


Glu 


Val 


Lys 


Lys 








80 


Glu 


Arg 


Lys 


Glu 






95 




Cys 


Arg 


Glu 


Glu 




110 






Glu 


His 


Leu 


Glu 


125 








Ser 


Trp 


Gly 


Glu 


Tyr 


Thr 


Thr 


Cys 








160 


Arg 


Phe 


Phe 


Arg 






175 




Asn 


Glu 


Lys 


Asp 




190 






Gin 


Leu 


Thr 


Gin 


205 








Asn 


Ser 


Leu 


Phe 


Glu 


Phe 


Asp 


Gin 








240 


Thr 


Glu 


Pro 


Tyr 






255 




Ala 


Asp 


Leu 


Glu 




270 
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Gin Cys Trp Asp lie Pro Asn Phe Phe Gin Leu Phe Cys Asn Phe Ser 

275 280 285 

Val Ser He Tyr Glu Ser Val Ser Glu Thr He Thr Lys Met Leu Lys 

290 295 300 

Ala He Glu Asp Leu Pro Lys Gin Asp Lys Ala Pro Asp His Gly Gly 
305 310 315 320 

Leu He Ser Lys Met Leu Pro Gly Gin Asp Arg Gly Leu Cys Gly Glu 

325 330 ~ 335 

Leu Asp Gin Asn Leu Ser Arg Cys Phe Lys Phe His Glu Lys Cys Gin 

340 345 350 

Lys Cys Gin Ala His Leu Ser Glu Asp Cys Pro Asp Val Pro Ala Leu 

355 360 365 

His Thr Glu Leu Asp Glu Ala He Arg Leu Val Asn Val Ser Asn Gin 

370 375 380 

Gin Tyr Gly Gin He Leu Gin Met Thr Arg Lys His Leu Glu Asp Thr 
385 390 395 ' 400 

Ala Tyr Leu Val Glu Lys Met Arg Gly Gin Phe Gly Trp Val Ser Glu 

405 410 415 

Leu Ala Asn Gin Ala Pro Glu Thr Glu He He Phe Asn Ser He Gin 

420 425 430 

Val Val Pro Arg He His Glu Gly Asn He Ser Lys Gin Asp Glu Thr 

435 440 445 

Met Met Thr Asp Leu Ser He Leu Pro Ser Ser Asn Phe Thr Leu Lys 

450 ~ 455 4 60 

He Pro Leu Glu Glu Ser Ala Glu Ser Ser Asn Phe He Gly Tyr Val 



<210> 134 
<211> 1541 
<212> DNA 
<213> Rattus 

<400> 134 

aaaacgacgg ccagtgcggc acgaggcaca tcgtaaaaag tgaaggtcct ttcagaagtt 60 

agtggcaatt tctctgggga gagctgcaat atcggtggaa cactggacca tgcagccacc 120 

actctttgtg atttctgtgt atctgttatg gttgaaatat tgtgacagtg cacctacttg 180 

gaaggagaca gatgctacgg atggaaacct aaagagtctt ccagaggtag gagaggcaga 240 

tgtagaggga gaggtcaaga aggctttgat tggcattaag caaatgaaaa tcatgatgga 300 

aaggagagag gaggaacacg caaaattgat gaaagccttg aagaagtgca aagaagaaaa 360 

gcaggaggcc cagaaactca tgaacgaagt gcaagaacgt ctggaggaag aagaaaagct 420 

atgtcaggca tcttctatag gttcttggga tggatgcagg ccatgtttgg aaagtaactg 480 

catacgattt tatacagctt gccaacctgg ttggtcctct gtgaaaagca tgatgaagca 540 

atttctcaag aagatatacc gatttctgtc ttcccagagt gaagatgtaa aggatccccc 600 

tgccatagaa cagctgacta aggaagattt acaagtggta cacatagaga acctgtttag 660 

ccagctggcc gtggatgcaa aatctctctt caacatgagc ttttacattt ttaagcagat 720 

gcagcaagaa tttgatcagg cttttcaatt atacttcatg tccgatgtgg acttaatgga 780 

gccatacccc ccagctttat ctaaagagat aatcaaaaaa gaagaacttg ggcaaaggtg 840 

gggcattccc aatgtcttcc agctgtttca taatttcagt ctctctgttt atgggagagt 900 

ccaacaaata ataatgaaga cactcaatgc aattgaagat tcatgggaac cacacaaaga 960 

gttagaccag agaggtatga cttcagagat gttacctgag caaaatggag aaatgtgtga 1020 

ggaatttgtc aagaatttat ctggatgttt aaaatttcgt aaaagatgcc aaaaatgtca 1080 

caattaccta tctgaagaat gccctgatgt acctgaactt cacatagaat tccttgaggc 1140 

cctgaaatta gtcaatgtat ccaatcagca atatgatcag attgtccaga tgacccagta 1200 

tcatttggaa gataccatat acctgatgga gaaaatgcaa gagcagtttg gatgggtgtc 1260 

tcaactggca agccataacc cagtgactga ggacatcttt aattcaacaa aggcagttcc 1320 

aaagattcat ggaggagatt cttccaagca ggatgaaatt atggtagact caagcagcat 1380 

tctgccttcc tctaacttca ccgtccagaa tcctcctgaa gaaggtgctg agagctcaaa 1440 

tgttatttac tacatggcag ctaaagttct gcagcatcta aagggatgtt ttgaaacttg 1500 

gtaagaatag ctgattagga aagctttgtt gagagggtag g 1541 
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<210> 135 
<211> 464 
<212> PRT 
<213> Rattus 



<400> 135 



Met 


Gin 


Pro 


Pro 


Leu 


Phe 


Val 


He 


1 








5 








Tyr 


Cys 


Asp 


Ser 


Ala 


Pro 


Thr 


Trp 








20 










Asn 


Leu 


Lys 


Ser 


Leu 


Pro 


Glu 


Val 






35 










40 


Val 


Lys 


Lys 


Ala 


Leu 


He 


Gly 


He 




50 










55 




Arg 


Arg 


Glu 


Glu 


Glu 


His 


Ala 


Lys 


65 










70 






Lys 


Glu 


Glu 


Lys 


Gin 


Glu 


Ala 


Gin 










85 








Arg 


Leu 


Glu 


Glu 


Glu 


Glu 


Lys 


Leu 








100 










Trp 


Asp 


Gly 


Cys 


Arg 


Pro 


Cys 


Leu 






115 










120 


Thr 


Ala 


Cys 


Gin 


Pro 


Gly 


Trp 


Ser 




130 










135 




Phe 


Leu 


Lys 


Lys 


He 


Tyr 


Arg 


Phe 


145 










150 






Lys 


Asp 


Pro 


Pro 


Ala 


He 


Glu 


Gin 










165 








Val 


His 


He 


Glu 


Asn 


Leu 


Phe 


Ser 








180 










Leu 


Phe 


Asn 


Met 


Ser 


Phe 


Tyr 


He 






195 










200 


Asp 


Gin 


Ala 


Phe 


Gin 


Leu 


Tyr 


Phe 




210 










215 




Pro 


Tyr 


Pro 


Pro 


Ala 


Leu 


Ser 


Lys 


225 










230 






Gly 


Gin 


Arg 


Trp 


Gly 


He 


Pro 


Asn 










245 








Ser 


Leu 


Ser 


Val 


Tyr 


Gly 


Arg 


Val 








260 










Asn 


Ala 


He 


Glu 


Asp 


Ser 


Trp 


Glu 






275 










280 


Gly 


Met 


Thr 


Ser 


Glu 


Met 


Leu 


Pro 




290 










295 




Glu 


Phe 


Val 


Lys 


Asn 


Leu 


Ser 


Gly 


305 










310 






Gin 


Lys 


Cys 


His 


Asn 


Tyr 


Leu 


Ser 










325 








Leu 


His 


He 


Glu 


Phe 


Leu 


Glu 


Ala 








340 










Gin 


Gin 


Tyr 


Asp 


Gin 


He 


Val 


Gin 






355 










360 


Thr 


He 


Tyr 


Leu 


Met 


Glu 


Lys 


Met 




370 










375 




Gin 


Leu 


Ala 


Ser 


His 


Asn 


Pro 


Val 


385 










390 






Lys 


Ala 


Val 


Pro 


Lys 


He 


His 


Gly 










405 








He 


Met 


Val 


Asp 


Ser 


Ser 


Ser 


He 








420 










Gin 


Asn 


Pro 


Pro 


Glu 


Glu 


Gly 


Ala 



Ser 


Val 


Tyr 


Leu 


Leu 


Trp 


Leu 


Lys 




10 










15 




Lys 


Glu 


Thr 


Asp 


Ala 


Thr 


Asp 


Gly 


25 










30 






Gly 


Glu 


Ala 


Asp 


Val 


Glu 


Gly 


Glu 










45 








Lys 


Gin 


Met 


Lys 


He 


Met 


Met 


Glu 








60 










Leu 


Met 


Lys 


Ala 


Leu 


Lys 


Lys 


Cys 






75 










80 


Lys 


Leu 


Met 


Asn 


Glu 


Val 


Gin 


Glu 




90 










95 




Cys 


Gin 


Ala 


Ser 


Ser 


He 


Gly 


Ser 


105 










110 






Glu 


Ser 


Asn 


Cys 


He 


Arg 


Phe 


Tyr 










125 








Ser 


Val 


Lys 


Ser 


Met 


Met 


Lys 


Gin 








140 










Leu 


Ser 


Ser 


Gin 


Ser 


Glu 


Asp 


Val 






155 










160 


Leu 


Thr 


Lys 


Glu 


Asp 


Leu 


Gin 


Val 




170 










175 




Gin 


Leu 


Ala 


Val 


Asp 


Ala 


Lys 


Ser 


185 










190 






Phe 


Lys 


Gin 


Met 


Gin 


Gin 


Glu 


Phe 










205 








Met 


Ser 


Asp 


Val 


Asp 


Leu 


Met 


Glu 








•220 










Glu 


He 


He 


Lys 


Lys 


Glu 


Glu 


Leu 






235 










240 


Val 


Phe 


Gin 


Leu 


Phe 


His 


Asn 


Phe 




250 










255 




Gin 


Gin 


He 


He 


Met 


Lys 


Thr 


Leu 


265 










270 






Pro 


His 


Lys 


Glu 


Leu 


Asp 


Gin 


Arg 










285 








Glu 


Gin 


Asn 


Gly 


Glu 


Met 


Cys 


Glu 








300 










Cys 


Leu 


Lys 


Phe 


Arg 


Lys 


Arg 


Cys 






315 










320 


Glu 


Glu 


Cys 


Pro 


Asp 


Val 


Pro 


Glu 




330 










335 




Leu 


Lys 


Leu 


Val 


Asn 


Val 


Ser 


Asn 


345 










350 






Met 


Thr 


Gin 


Tyr 


His 


Leu 


Glu 


Asp 










365 








Gin 


Glu 


Gin 


Phe 


Gly 


Trp 


Val 


Ser 








380 










Thr 


Glu 


Asp 


He 


Phe 


Asn 


Ser 


Thr 






395 










400 


Gly 


Asp 


Ser 


Ser 


Lys 


Gin 


Asp 


Glu 




410 










415 




Leu 


Pro 


Ser 


Ser 


Asn 


Phe 


Thr 


Val 


425 










430 






Glu 


Ser 


Ser 


Asn 


Val 


He 


Tyr 


Tyr 
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435 440 445 

Met Ala Ala Lys Val Leu Gin His Leu Lys Gly Cys Phe Glu Thr Trp 
450 ' 455 460 



<210> 136 
<211> 1541 
<212> DNA 
<213> Rattus 



<400> 136 

aaaacgacgg 

agtggcaatt 

actctttgtg 

gaaggagaca 

tgtagaggga 

aaggagagag 

gcaggaggcc 

atgtcaggca 

catacgattt 

atttctcaag 

tgccatagaa 

ccagctggcc 

gcagcaagaa 

gccatacccc 

gggcattccc 

ccaacaaata 

gttagaccag 

ggaatttgtc 

caattaccta 

cctgaaatta 

tcatttggaa 

tcaactggca 

aaagattcat 

tctgccttcc 

tgttatttac 

gtaagaatag 



ccagtgcggc 
tctctgggga 
atttctgtgt 
gatgctacgg 
gaggtcaaga 
gaggaacacg 
cagaaactca 
tcttctatag 
tatacagctt 
aagatatacc 
cagctgacta 
gtggatgcaa 
tttgatcagg 
ccagctttat 
aatgtcttcc 
ataatgaaga 
agaggtatga 
aagaatttat 
tctgaagaat 
gtcaatgtat 
gataccatat 
agccataacc 
ggaggagatt 
tctaacttca 
tacatggcag 
ctgattagga 



acgaggcaca 
gagctgcaat 
atctgttatg 
atggaaacct 
aggctttgat 
caaaattgat 
tgaacgaagt 
gttcttggga 
gccaacctgg 
gatttctgtc 
aggaagattt 
aatctctctt 
cttttcaatt 
ctaaagagat 
agctgtttca 
cactcaatgc 
cttcagagat 
ctggatgttt 
gccctgatgt 
ccaatcagca 
acctgatgga 
cagtgactga 
cttccaagca 
ccgtccagaa 
ctaaagttct 
aagctttgtt 



tcgtaaaaag 
atcggtggaa 
gttgaaatat 
aaagagtctt 
tggcattaag 
gaaagccttg 
gcaagaacgt 
tggatgcagg 
ttggtcctct 
ttcccagagt 
acaagtggta 
caacatgagc 
atacttcatg 
aatcaaaaaa 
taatttcagt 
aattgaagat 
gttacctgag 
aaaatttcgt 
acctgaactt 
atatgatcag 
gaaaatgcaa 
ggacatcttt 
ggatgaaatt 
tcctcctgaa 
gcagcatcta 
gagagggtag 



tgaaggtcct 
cactggacca 
tgtgacagtg 
ccagaggtag 
caaatgaaaa 
aagaagtgca 
ctggaggaag 
ccatgtttgg 
gtgaaaagca 
gaagatgtaa 
cacatagaga 
ttttacattt 
tccgatgtgg 
gaagaacttg 
ctctctgttt 
tcatgggaac 
caaaatggag 
aaaagatgcc 
cacatagaat 
attgtccaga 
gagcagtttg 
aattcaacaa 
atggtagact 
gaaggtgctg 
aagggatgtt 

g 



ttcagaagtt 
tgcagccacc 
cacctacttg 
gagaggcaga 
tcatgatgga 
aagaagaaaa 
aagaaaagct 
aaagtaactg 
tgatgaagca 
aggatccccc 
acctgtttag 
ttaagcagat 
acttaatgga 
ggcaaaggtg 
atgggagagt 
cacacaaaga 
aaatgtgtga 
aaaaatgtca 
tccttgaggc 
tgacccagta 
gatgggtgtc 
aggcagttcc 
caagcagcat 
agagctcaaa 
ttgaaacttg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1541 



<210> 137 
<211> 464 
<212> PRT 
<213> Rattus 



<400> 137 



Met Gin 


Pro 


Pro 


Leu 


Phe 


Val 


He 


Ser 


Val 


Tyr 


Leu 


Leu 


Trp 


Leu Lys 


1 






5 










10 










15 


Tyr Cys 


Asp 


Ser 


Ala 


Pro 


Thr 


Trp 


Lys 


Glu 


Thr 


Asp Ala 


Thr Asp Gly 






20 










25 










30 




Asn Leu 


Lys 


Ser 


Leu 


Pro 


Glu 


Val 


Gly 


Glu 


Ala 


Asp Val 


Glu Gly Glu 




35 










40 










45 






Val Lys 


Lys 


Ala 


Leu 


He 


Gly 


He 


Lys 


Gin 


Met 


Lys 


He 


Met 


Met Glu 


50 










55 










60 








Arg Arg 


Glu 


Glu 


Glu 


His 


Ala 


Lys 


Leu 


Met 


Lys 


Ala 


Leu 


Lys 


Lys Cys 


65 








70 










75 








80 


Lys Glu 


Glu 


Lys 


Gin 


Glu 


Ala 


Gin 


Lys 


Leu 


Met 


Asn 


Glu 


Val 


Gin Glu 








85 










90 










95 


Arg Leu 


Glu 


Glu 


Glu 


Glu 


Lys 


Leu 


Cys 


Gin 


Ala 


Ser 


Ser 


He 


Gly Ser 






100 










105 










110 




Trp Asp 


Gly 


Cys 


Arg 


Pro 


Cys 


Leu 


Glu 


Ser 


Asn 


Cys 


He Arg 


Phe Tyr 




115 










120 










125 






Thr Ala 


Cys 


Gin 


Pro 


Gly 


Trp 


Ser 


Ser 


Val 


Lys 


Ser 


Met 


Met 


Lys Gin 


130 










135 










140 








Phe Leu 


Lys 


Lys 


He 


Tyr 


Arg 


Phe 


Leu 


Ser 


Ser 


Gin 


Ser 


Glu 


Asp Val 



77 



145 










150 










155 










160 


Lys 


Asp 


Pro 


Pro 


Ala 


He 


Glu 


Gin 


Leu 


Thr 


Lys 


Glu 


Asp 


Leu 


Gin 


Val 










165 










170 










175 




Val 


His 


He 


Glu 


Asn 


Leu 


Phe 


Ser 


Gin 


Leu 


Ala 


Val 


Asp 


Ala 


Lys 


Ser 








180 










185 










190 






Leu 


Phe 


Asn 


Met 


Ser 


Phe 


Tyr 


He 


Phe 


Lys 


Gin 


Met 


Gin 


Gin 


Glu 


Phe 






195 










200 










205 








Asp 


Gin 


Ala 


Phe 


Gin 


Leu 


Tyr 


Phe 


Met 


Ser 


Asp 


Val 


Asp 


Leu 


Met 


Glu 




210 










215 










220 










Pro 


Tyr 


Pro 


Pro 


Ala 


Leu 


Ser 


Lys 


Glu 


He 


Thr 


Lys 


Lys 


Glu 


Glu 


Leu 


225 










230 










235 










240 


Gly Gin 


Arg Trp Gly 


He 


Pro 


Asn 


Val 


Phe 


Gin 


Leu 


Phe 


His 


Asn 


Phe 










245 










250 










255 




Ser 


Leu 


Ser 


Val 


Tyr 


Gly 


Arg 


Val 


Gin 


Gin 


He 


He 


Met 


Lys 


Thr 


Leu 








260 










265 










270 






Asn 


Ala 


He 


Glu Asp 


Ser 


Trp 


Glu 


Pro 


His 


Lys 


Glu 


Leu 


Asp 


Gin 


Arg 






275 










280 










285 








Gly Met 


Thr 


Ser 


Glu 


Met 


Leu 


Pro 


Glu 


Gin 


Asn 


Gly 


Glu 


Met 


Cys 


Glu 




290 










295 










300 










Glu 


Phe 


Val 


Lys 


Asn 


Leu 


Ser 


Gly 


Cys 


Leu 


Lys 


Phe 


Arg 


Lys 


Arg 


Cys 


305 










310 










315 










320 


Gin 


Lys 


Cys 


His 


Asn 


Tyr 


Leu 


Ser 


Glu 


Glu 


Cys 


Pro 


Asp 


Val 


Pro 


Glu 










325 










330 










335 




Leu 


His 


He 


Glu 


Phe 


Leu 


Glu 


Ala 


Leu 


Lys 


Leu 


Val 


Asn 


Val 


Ser 


Asn 








340 










345 










350 






Gin 


Gin 


Tyr 


Asp 


Gin 


He 


Val 


Gin 


Met 


Thr 


Gin 


Tyr 


His 


Leu 


Glu 


Asp 






355 










360 










365 








Thr 


He 


Tyr 


Leu 


Met 


Glu 


Lys 


Met 


Gin 


Glu 


Gin 


Phe 


Gly 


Trp 


Val 


Ser 




370 










375 










380 










Gin 


Leu 


Ala 


Ser 


His 


Asn 


Pro 


Val 


Thr 


Glu 


Asp 


He 


Phe 


Asn 


Ser 


Thr 


385 










390 










395 










400 


Lys 


Ala 


Val 


Pro 


Lys 


He 


His 


Gly 


Gly 


Asp 


Ser 


Ser 


Lys 


Gin 


Asp 


Glu 










405 










410 










415 




He 


Met 


Val 


Asp 


Ser 


Ser 


Ser 


He 


Leu 


Pro 


Ser 


Ser 


Asn 


Phe 


Thr 


Val 








420 










425 










430 






Gin 


Asn 


Pro 


Pro 


Glu 


Glu 


Gly 


Ala 


Glu 


Ser 


Ser 


Asn 


Val 


He 


Tyr 


Tyr 






435 










440 










445 








Met 


Ala 


Ala 


Lys 


Val 


Leu 


Gin 


His 


Leu 


Lys 


Gly 


Cys 


Phe 


Glu 


Thr 


Trp 




450 










455 










460 











<210> 138 
<211> 1326 
<212> DNA 
<213> Rattus 



<400> 138 

aaaacgacgg 

agtggcaatt 

actctttgtg 

gaaggagaca 

tgtagaggga 

aaggagagag 

gcaggaggcc 

atgtcaggca 

catacgattt 

atttctcaag 

tgccatagaa 

ccagctggcc 

gcagcaagaa 

gccatacccc 

gggcattccc 

ccaacaaata 



ccagtgcggc 
tctctgggga 
atttctgtgt 
gatgctacgg 
gaggtcaaga 
gaggaacacg 
cagaaactca 
tcttctatag 
tatacagctt 
aagatatacc 
cagctgacta 
gtggatgcaa 
tttgatcagg 
ccagctttat 
aatgtcttcc 
ataatgaaga 



acgaggcaca 
gagctgcaat 
atctgttatg 
atggaaacct 
aggctttgat 
caaaattgat 
tgaacgaagt 
gttcttggga 
gccaacctgg 
gatttctgtc 
aggaagattt 
aatctctctt 
cttttcaatt 
ctaaagagat 
agctgtttca 
cactcaatgc 



tcgtaaaaag 
atcggtggaa 
gttgaaatat 
aaagagtctt 
tggcattaag 
gaaagccttg 
gcaagaacgt 
tggatgcagg 
ttggtcctct 
ttcccagagt 
acaagtggta 
caacatgagc 
atacttcatg 
aaccaaaaaa 
taatttcagt 
aattgaagat 



tgaaggtcct 
cactggacca 
tgtgacagtg 
ccagaggtag 
caaatgaaaa 
aagaagtgca 
ctggaggaag 
ccatgtttgg 
gtgaaaagca 
gaagatgtaa 
cacatagaga 
ttttacattt 
tccgatgtgg 
gaagaacttg 
ctctctgttt 
tcatgggaac 



ttcagaagtt 
tgcagccacc 
cacctacttg 
gagaggcaga 
tcatgatgga 
aagaagaaaa 
aagaaaagct 
aaagtaactg 
tgatgaagca 
aggatccccc 
acctgtttag 
ttaagcagat 
acttaatgga 
ggcaaaggtg 
atgggagagt 
cacacaaaga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
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gttagaccag agaggtatga cttcagagat gttacctgag caaaatggag aaatgtgtga 1020 

ggaatttgtc aagaatttat ctggatgttt aaaatttcgt aaaagatgcc aaaaatgtca 1080 

caattaccta tctgaaggca gttccaaaga ttcatggagg agattcttcc aagcaggatg 1140 

aaattatggt agactcaagc agcattctgc cttcctctaa cttcaccgtc cagaatcctc 1200 

ctgaagaagg tgctgagagc tcaaatgtta tttactacat ggcagctaaa gttctgcagc 1260 

atctaaaggg atgttttgaa acttggtaag aatagctgat taggaaagct ttgttgagag 1320 

ggtagg 1326 



<210> 139 
<211> 344 
<212> PRT 
<213> Rattus 



<400> 139 



Met 


Gin 


Pro 


Pro 


Leu 


Phe 


Val 


He 


Ser 


Val 


Tyr 


Leu 


Leu 


Trp 


Leu 


Lys 


1 








5 










10 










15 




Tyr 


Cys 


Asp 


Ser 


Ala 


Pro 


Thr 


Trp 


Lys 


Glu 


Thr 


Asp Ala 


Thr 


Asp 


Gly 








20 










25 










30 






Asn 


Leu 


Lys 
35 


Ser 


Leu 


Pro 


Glu 


Val 
40 


Gly 


Glu 


Ala 


Asp 


Val 
45 


Glu 


Gly 


Glu 


Val 


Lys 
50 


Lys 


Ala 


Leu 


He 


Gly 
55 


He 


Lys 


Gin 


Met 


Lys 
60 


He 


Met 


Met 


Glu 


Arg Arg 


Glu 


Glu 


Glu 


His 


Ala 


Lys 


Leu 


Met 


Lys 


Ala 


Leu 


Lys 


Lys 


Cys 


65 










70 










75 










80 


Lys 


Glu 


Glu 


Lys 


Gin 
85 


Glu 


Ala 


Gin 


Lys 


Leu 
90 


Met 


Asn 


Glu 


Val 


Gin 
95 


Glu 



Arg 


Leu 


Glu 


Glu 


Glu 


Glu 


Lys 


Leu 


Cys 


Gin 


Ala 


Ser 


Ser 


He 


Gly 


Ser 








100 










105 










110 






Trp 


Asp 


Gly 


Cys 


Arg 


Pro 


Cys 


Leu 


Glu 


Ser 


Asn 


Cys 


He 


Arg 


Phe 


Tyr 






115 










120 










125 








Thr 


Ala 


Cys 


Gin 


Pro 


Gly 


Trp 


Ser 


Ser 


Val 


Lys 


Ser 


Met 


Met 


Lys 


Gin 




130 










135 










140 










Phe 


Leu 


Lys 


Lys 


He 


Tyr 


Arg 


Phe 


Leu 


Ser 


Ser 


Gin 


Ser 


Glu Asp 


Val 


145 










150 










155 










160 


Lys 


Asp 


Pro 


Pro 


Ala 


He 


Glu 


Gin 


Leu 


Thr 


Lys 


Glu 


Asp 


Leu 


Gin 


Val 










165 










170 










175 




Val 


His 


He 


Glu 


Asn 


Leu 


Phe 


Ser 


Gin 


Leu 


Ala 


Val 


Asp 


Ala 


Lys 


Ser 








180 










185 










190 






Leu 


Phe 


Asn 


Met 


Ser 


Phe 


Tyr 


He 


Phe 


Lys 


Gin 


Met 


Gin 


Gin 


Glu 


Phe 






195 










200 










205 








Asp 


Gin 


Ala 


Phe 


Gin 


Leu 


Tyr 


Phe 


Met 


Ser 


Asp 


Val 


Asp 


Leu 


Met 


Glu 




210 










215 










220 










Pro 


Tyr 


Pro 


Pro 


Ala 


Leu 


Ser 


Lys 


Glu 


He 


Thr 


Lys 


Lys 


Glu 


Glu 


Leu 


225 










230 










235 










240 


Gly 


Gin 


Arg 


Trp 


Gly 


He 


Pro 


Asn 


Val 


Phe 


Gin 


Leu 


Phe 


His 


Asn 


Phe 










245 










250 










255 




Ser 


Leu 


Ser 


Val 


Tyr 


Gly 


Arg 


Val 


Gin 


Gin 


He 


He 


Met 


L Y S 


Thr 


Leu 








260 










265 










270 






Asn 


Ala 


He 


Glu 


Asp 


Ser 


Trp 


Glu 


Pro 


His 


Lys 


Glu 


Leu 


Asp Gin 


Arg 






275 










280 










285 








Gly Met 


Thr 


Ser 


Glu 


Met 


Leu 


Pro 


Glu 


Gin 


Asn 


Gly Glu Met 


Cys 


Glu 




290 










295 










300 










Glu 


Phe 


Val 


Lys 


Asn 


Leu 


Ser 


Gly 


Cys 


Leu 


Lys 


Phe 


Arg 


Lys 


Arg 


Cys 


305 










310 










315 










320 


Gin 


Lys 


Cys 


His 


Asn 


Tyr 


Leu 


Ser 


Glu 


Gly 


Ser 


Ser 


Lys 


Asp 


Ser 


Trp 










325 










330 










335 




Arg 


Arg 


Phe 


Phe 


Gin 


Ala 


Gly 


Glx 



















340 



<210> 140 
<211> 18596 
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<212> DNA 

<213> Homo sapiens 



<400> 140 

cctgtagtcc cagctacgcg agaggctgag gcagcagaat tacttgaacc caggaggcgg 60 

aggttgcagt gagccgagat cgcgccactg cactccagcc tgggtgagag agcgagactc 120 

tgtctcaaaa aaaaaaaaaa aagaccgcca gggctcaaac aaaaaacctc ggaaaagccc 180 

tggcggtctt tttttttttt tttttttttt ttttttggga cagtcttgct ctgtcgccca 240 

ggctggagta caatggtcgg atcttggctc actgcaacct ctgcctccca ggttcaagca 300 

attcttctgc ctcagcctcc caagtagcca ccacgcccag ctaatttttg tacttttagt 360 

agagacgggg gtttcaccat gttgtccagg ctggtcttga actcctgacc tcaggtgatc 420 

cacccgcctc ggccccccaa agtactagga ttacaggcgt gagccaccgc gtccagcgcc 480 

ctggcggttt ttaatcaagt agaaaagctg cattatacca cttgcttcgg ttgcttcagt 540 

gagaacgaag aaatggaaat gcaaatccct tattagttgt aggaaacaga tctcaaacag 600 

cagttttgtt gacaagaccg caggaaaacg tgggaactgt gctgctggct tagagaaggc 660 

gcggtcgacc agacggttcc caaagggcgc agtccttccc agccaccgca cctgcatcca 720 

ggttcccggg tttcctaaga ctctcagctg tggccctggg ctccgttctg tgccacaccc 780 

gtggctcctg cgtttccccc tggcgcacgc tctctagagc gggggccgcc gcgaccccgc 840 

cgagcaggaa gaggcggagc gcgggacggc cgcgggaaaa ggcgcgcgga aggggtcctg 900 

ccaccgcgcc acttggcctg cctccgtccc gccgcgccac ttggcctgcc tccgtcccgc 960 

cgcgccactt cgcctgcctc cgtcccccgc ccgccgcgcc atgcctgtgg ccggctcgga 1020 

gctgccgcgc cggcccttgc cccccgccgc acaggagcgg gacgccgagc cgcgtccgcc 1080 

gcacggggag ctgcagtacc tggggcagat ccaacacatc ctccgctgcg gcgtcaggaa 1140 

ggacgaccgc acgggcaccg gcaccctgtc ggtattcggc atgcaggcgc gctacagcct 1200 

gagaggtgac gccgcgggcc cctgcgggac gggtggcggg aaggagggag gcgcggctgg 1260 

ggagagcgct cgggagctgc cgggcgctgc ggaccccgtt tagtcctaac ctcaatcctg 1320 

ccagggaggg gacgcatcgt cctcctcgcc ttacagacgc cgaaacggag ggtcccatta 1380 

gggacgtgac tggcgcgggc aacacacaca gcagcgacag ccgggaggta agccgcgtcc 1440 

cagcggctcc gcggccgggc tcgcagtcgc cccagtgatg ccgtggcccc cgaggcgggc 1500 

gtcatcgggc agcgtttgcc cagtgctgga gggttaggga gagctgcctg ggcttgaccg 1560 

cgcgccggtc tcaaagtcct ggctttggcc cctcctccgt tttcccctgt ggaccattcc 1620 

gcttcgcagc gttttcaaaa actggagcga aagtgatgtg ggcggggcaa aggcggcggg 1680 

aagaggacag cactgaagct ggcgcgggaa cttggtttcc tggtggcctc ccatccaatc 1740 

cccacgaacc agctttcctc ttaaaccttg aaaagagaaa ttcgggagtt cgagttctta 1800 

gtcgtccttt cctctttcct ttccgacagg agcaccccag gcaaaaaatg tctcgcgggt 1860 

cattggcgcc aggctttcag gggacagtgg ggcggggcgg ggtgggcaca ggacgttagg 1920 

cagccgttgg ccctccctaa ggccacaccg tcctgccgtc ctggatcctg cgccagctgc 1980 

gcgggggagg ggactcgaag gtgtgtgagc caggggctga ccttgaccgc tcagataaat 2040 

ggagcgcagc cttgacacag gggtggaggt ggttttgaat ggggaaaccc attcgtggtg 2100 

aagcagattc actgtagcta gcggaaaagc cctccggccc acggacccat ctagagacga 2160 

atacatagca gctgctgtgg ctgattggcg tgggacagcg tggggagttt tgtctgagga 2220 

gagggatcca cttttctgca gctccaagcc caggggcctt tgatgagcca tagacctcat 2280 

ttttaaccca cctttctgct tagacattga gcaagttact tctcatatag cttccctata 2340 

tgttaaaaat ggagaaaata atgcttagta ggcaattctg ataaaagcag gtgcttgcaa 2400 

aaatctctct gttgtctgaa tataaactgt accacaagcg agtgcggatg aacgaggact 24 60 

gcatttaaag ataagttttt acactttcat ttctctgtgg ctcgacactt ctgatgcctc 2520 

cctttttgtt cctgggacac atgcttggtg ttgtcttcac acctttgtga caggattagc 2580 

actagtgggc agtggatgat agctcctcct cccttttgcc acatgttcat ccctgccctc 2640 

gccaccatct cactgtgtgg aattcctgtg tccactggtc accggggcac agaagtgctg 2700 

tctcagcctg aatcgggcca ctgatgggac ttgcagcctg ggagctccac cgtgatctct 27 60 

ggcccacttt gcgggagtct aggctttctg gatgctccag gcctcacgtc ccagggcagt 2820 

tttcttccct gaagaaagtt ggatggcatg atctgtcttc ccatcttgaa accgtatggc 2880 

aaattgtttt tcagatgaat tccctctgct gacaaccaaa cgtgtgttct ggaagggtgt 2940 

tttggaggag ttgctgtggt ttatcaaggt aaagaagtcg ctgctattag aagtcagtag 3000 

tctgttctca acacagcagc cagtgagatc ctttcaaaac tcaaagcagc caggtgtggt 3060 

ggctcacgcc tgtaatccca ccgctttggg aggctgagtc agatcacctg aggttaggaa 3120 

tttgggacca gcctggccaa catggcgaca ccccagtctc tactaataac acaaaaaatt 3180 

agccaggtgt gctggtgcat gtctgtaatc ccagctactc aggaggctga ggcatgagaa 3240 

ttgctcacga ggcggaggtt gtagtgagct gagatcgtgg cactgtactc cagcctggcg 3300 

acagagggag aacccatgtc aaaaacaaaa aaagacacca ccaaaggtca aagcatatca 3360 

ttcctcaccc tcaagccctt agtggctcca tttcactcag taagagccac ggtccttatg 3420 

gtgtccgttt ttcagctctg accttagctg ctgctctctg caccaccctg ctgttcttgt 3480 



80 



gagtttttga gcacaccggg acatccccac tccctggaac cttcttcccc cacacttggc 3540 

ttcttccttt gagtctctac tccactcggg caagccttcc tagacctcct gatttaaaac 3600 

tgtgactctc ccccaacctc cttggtgttt ctccgtagac gaacatcacc atctgatgta 3660 

tgtcagcctt tcccttcccc tgttagaagg gggacagcag gtagtaaaag tgaaatgtgc 3720 

tgtaagcttt atgagggcag aggatttgtt tctcgtgttc actgttgtat cgccagggcc 3780 

tcaaacacag cctgccacat agtaggagtc aacatatatt gatcactaaa tgtagatacc 3840 

acctgtgttc ccatgttcat ataaattcta gaagagtctc ttcagtaaca aggtgaaccc 3900 

cttccagagg gctgagtagg tacctcaggc cggggccaga gtgctgtgaa gacagcagca 3960 

gcccagacca agcttctctg tgttccgtgt cctggtctag aaccagcgat gttctttctg 4020 

accagtgctt tttggaaggt ggctgaggtc tgggctcagg tctgggccat actagaagct 4080 

gggatccctt ctatagagca cttggtatgg cttgtatggt cttggggcaa gccagaccca 414 0 

agccctctta tcccatttta gaaagggctt caatttggat ccagccccag gtctgcctta 4200 

gctctgtatt cttggggtat tttgttctgt attggcctat cttgactaac aatgagcctt 4260 

ggatttgaaa catatcatca gaaacctcag aagacaacat tcttaaactg gctagagcct 4320 

ggtctgaatg gatgaaaagg agagactttt gaagcaatat gtaaaagatt gagaaatgat 4380 

ttgttggaaa tttctcaatt ggagaaattt ctttgatttg ttggaaattt ctttgattct 4440 

ttctcaatca aagaaaatcg ggacaaactc aacaatagaa agggaggaag caagatactc 4500 

agaaataaaa tgcattcccc tgtttcaact taatgcttca attcaggatt ctaaggaatc 4560 

cttgccagga atgtcagact caccttgata gttggagtta ctccattggt gactcgatca 4620 

aatacaggag ttgaggcacc tgcactgtaa aatactgatt agtctgatca ttaggaatat 4 680 

cctgtatgcc aggtagaaga tacattgaac agattgcatg taggcattaa attcattttg 4740 

gggtattaca tatagacaac acatttcatt aagaaacata aaactgtcag atcggtggaa 4800 

tacttaaaag cacttggagg tgtttagcct aaaaagctta gttgagggga atggaagaaa 4860 

agatctggga gggtggttcc aaagaaggga tcagactatc ctaaagccct caggaatctg 4 920 

ggctgggacc acctacttaa agataggatg ggcagctggg tgtggtggct cacgcctgta 4 980 

atcccagcac ttcgggaggc cgaagcgggc ggatcacctg aggtcaggag ttcgaggcca 504 0 

gcctgaccaa catggagaaa cgctgtctct actaaaaata caaaattagc tgggtgtagt 5100 

ggcgcatgcc tgtaatccca gctactcggg aggctgaggc aggggaatcg cttgaacctg 5160 

ggaggtggag ggtgccgtga gccacgatcg cgccattgca ctccagcctg ggcaacaaga 5220 

gcgaaactct caaaaaacaa aaaaaaggat gggttccata tgggtggtgt caagtgccca 5280 

cctcctagca agtcagcagg ggccagaggc ccttgtaagt ggtgtctcgg ggggatcaac 5340 

tgagatggct taagatttac ctggatgcct gctctgctct ccccatctct tccagggatc 5400 

cacaaatgct aaagagctgt cttccaaggg agtgaaaatc tgggatgcca atggatcccg 5460 

agactttttg gacagcctgg gattctccac cagagaagaa ggggacttgg gcccagttta 5520 

tggcttccag tggaggcatt ttggggcaga atacagagat atggaatcag gtgaggagat 5580 

agaacaatgc cttccatttc cgggtgccct tcctagcacg tgtttgctcc gttgttttag 5640 

ataaggtctg ggggatgagt caatgtcaca ggagctgatg tatagctttg accttgtgag 5700 

gggtggtgcc aggttgaagc cacaattaac gcctactgaa ggccgtttca catctttttt 5760 

tttttttttt ttttaattat tatactttaa gttttagggt acatgtgcac aatgtgcagg 5820 

ttagttacat atgtatacat gtgccatgct ggtgcgctgc accactaact caccatctag 5880 

catcaggtat atctcccaat gctatccctc ccccctcctc ccaccccaca acatccccag 5940 

agtgtgatgt tccccttcct gtgtccatat gttctcgttg ttcgattccc actatgagtg 6000 

agaatatgcg gtgtttggtt ttttgttctt gcgatagttt actgagaatg atgatttcca 6060 

tttcaccacg tccctacaga ggacatgaac tcatcatttt ttatggctgc atagtattcc 6120 

atggtgtata tgtgccacat tttcttaatc cagtctatca tgttggacat ttgggttggt 6180 

tccaagtctt tgcctattgt gaatagtgcc acaataaaca tacgtgtgca tgtgtcttta 6240 

tagcagcatg atttaatagt cctttgggta tatacccagt aatgggatgg ctgggtcaaa 6300 

tggtatttct agttctagat ccccgaggaa tcgccacact gacttccaca atggttgaac 6360 

tagtttacag tcccaccaac agtgtcaaag tgtcctattt ctccacatcc tctccagcac 6420 

ctgttgtttc ctgacttttt aatgattgcc attctaactg gtgtgagatg gtatctcatt 6480 

gtggttttga tttgcgtttc tctgatggcc agtgatggtg agcatttttt catgtgtttt 6540 

ttggctgcat aaatgtcttc ttttgagaag tgtctgttca tgtccttcgc ccactttttg 6600 

atggggttgt ttttttctta taaatttgtt tgagttcatt gtagattctg gatattagcc 6660 

ctttgtcaga tgagtaggtt gcaaaaatgt tctcccattt tgtgggttgc ctgttcactc 6720 

tgatggtagt ttcttttgct gtgcagaagc tctttagttt aattagatcc catttgtcaa 6780 

ttttggcttt tgttgccatt gcttttggca taggcatgaa gtccttgccc atgcctatgt 6840 

cctgaatggt aatgcctagg ttttcttcta gggtttttat ggttttaggt ctaacgttta 6900 

agtctttaat ccatcttgaa ttgatttttg tataaggtgt aaggaaggga tccagtttca 6960 

gctttttaca tatggctagc cagttttccc agcaccattt attacatagg gaatcctttc 7020 

cccattgctt gtttttctca ggtttgtcaa agatcagata gttgtagata tgcggcgtta 7080 

tttctgaggg ctctgttctg ttccattgat ctatgtgtct gttttggtac cagtaccata 7140 

ctgttttggt tactgtagcc ttgtagtata gtttgaagtc aggtagcgtg atgcctccag 7200 
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ctttgttctt ttggcttagg attgacttgg cgatgcgggc tcttttttgg ttccatatga 7260 

actttaaagt agttttttcc aattctgtga agaaagtcat tggtagcttg atggggatgg 7320 

cattgaatct ataaattacc ttgggcagta tggccatttt cacgatattg attcttccta 7380 

cccatgagca tggaatggtc ttccatttct ttgtatcctc ttttatttca ttgagcagtg 7440 

gtttgtagtt ctccttgaag aggtccttca catccctttt aaggtggatt cctaggtatt 7500 

ttattctctt tgaagcaatt gtgagtggaa gttcactcat gatttggctc tctgtttgtc 7560 

tgttattggt gtataagaat gcttgtgatt tttgcagatt gattttatat cctgagactt 7620 

tgctgaagct gcttatcagc ttaaggagat tttgggctga gacaatgggg ttttctagat 7680 

atacaatcat gtcgtctgca aacagggaca atttgacttc ctcttttcct aattgaatac 7740 

cctttatttc cttctcctgc ctaattgccc tggccagaac ttccaacact atgttgaata 7800 

ggagtggtga gagagggcat ccctgtcttg tgccagtttt caaagggaat gcttccagtt 7860 

tttgcccatt cactatgata ttggctgtgg ctttgtcata gatagctctt attattttga 7920 

aatatgttcc atcaatacct aatttattga gagtttttag catgatgtgt tgttgaattt 7980 

tgtcaaaggc tttttctgca tctattgaga taatcatgtg gtttttgtct ttggatctgt 8040 

ttatatgctg gattacattt attgatttgc gtatattgaa ccagccttgc atcctaggga 8100 

tgaagcccac atgatcatgg tggataagct ttttgatgtg ctgctggatt cggtttgcca 8160 

gtattttatt gaggattttt gcatcaatgt tcatcaagga tattggtcta aaattctctt 8220 

ttttggtgtg tctctgccca gctttggtat caggatgatg ttggcttcat aaaatgagtt 8280 

agggaggatt ccctcttttt ctattgattg gaatagtttc agaaggaatg gtaccagttc 8340 

ctctttgtac ctctggagaa ttcggctgtg aatccatctg gtcctggact ctctttggtt 8400 

ggtaagctat tgattattgc cacaatttca gctcctgtta ttggtctatt cagagattca 8460 

acttcttcct ggtttagtct tgggagagtg tatgtgtcaa ggaatttatc catttcttct 8520 

agattttcta gtttatttgc gtagaggtgt ttgtagtaat ctctgatggt agtttgtatt 8580 

tctgtgggat cggtggtgat atccccttta tcatttttta ttgcgtctat ttgattcttc 8640 

tctttttctt tattagtctt gctagcggtc tataaatttt gttgatcctt tcaaaaaacc 8700 

agctcctgga ttcattaatt ttttgaaggg ttttttgtgt ctctatttcc ttcagttctg 8760 

ctctgatttt agttatttct tgccttctgc tagcttttga atatgtttgc tcttgctttt 8820 

ctagttcttt taattgtgat gttagggtgt caattttgga tctttcctgc tttctcttgt 8880 

gggcatttag tgctataaat ttccctctac acactgcttt gaatgtgtcc cagaggttct 8940 

ggtatgttgt gtctttgttc ttgttggttt caaagaacat ctttatttct gccttcattt 9000 

cgttatgtac ccagtagtca ttcaggagca ggttgttcag tttccatgta gttgagcagt 9060 

tttgagtgag attcttaatc ctgagttcta gtttgattgc actgtggtct gagagatagt 9120 

ttgttataat ttctgttctt ttacatttgc tgaggagagc tttacttcca actatgtggt 9180 

cggttttgga ataggtgtgg tgtggtgctg aaaaaaatgt atattctgtt gatttgggat 9240 

ggagttctgt agatgtctat taggtctgct tggtgcagag ctgagttcaa ttcctgggta 9300 

tccttgttga ctttctgtct cgttgatctg tgtactgttg acagtgggtg ttaaagtctc 9360 

ccattattaa tgtgtggagt ctaagtctct ttgtaggtca ctcagatgat tggcacttac 9420 

tgggcgcttg gcactttcca tactgtgtca tcggcagata gctgcatggt tggtgttcgt 9480 

gctggggaat gggaagttca tcggtgggac aaggacaaaa tgcccccatt gctttgttgt 9540 

ggctttaatc tccctttcga ggctgagcca cagcgtgctg taggtggcgc tgctgtgaag 9600 

cgcagtacca gggtcacact ccactcccag ctctgcagag gtggagaaag aatgaaacat 9660 

ctcactcctg gacttccact ttcctgtcac tgttggtgtc acctcttact ggatgtcaca 9720 

gagcccagcc cctcccacct gtgcctagga aaagcagatg ccaccttgga atgtggggtt 9780 

tgtgtgtgca atttactagc tgggcagaga ccagcaacct ggagagcagg tgtctcgtct 9840 

aaggggacag tcacatttca cctccagcca cctggaggaa tttgggcctg gtgatgtcag 9900 

aattcttcaa taaaagccta aaatctatat tttatgtgcg gtcatgagat ctgttaaatg 9960 

ttagcaactt caggaagttt aaaaatgctg tgtggaccta gaataggcaa gttcttaaag 10020 

gcagaaagtg gaatgctagt ttccagggac tggggaacag ggaggaatgg ggagttcatg 10080 

tttaatgggc acagaggttt tgttagggat gacgaaaaag ttcgggagat ggtgatggtg 10140 

atggagatgg tgatggtgat ggagatggtg atggtgatgg tgatggtgat gggtgatggt 10200 

gatggtgatg gtgatggtga tggagatggt gatggtgatg gtgatggaga tggtgatggt 10260 

gatggtgatg gtgatggaga tggtgatggt gatggagatg gtgatggtga tggtgatgga 10320 

gatggtgatg gtgatggtga tggtgatggt gatggtgatg gtgatggaga tggagatggt 10380 

gatggtgatg gttgcctaac atcaggaacg tgcttaatgc ttctgaattg cacacaaaaa 10440 

tggcaagttt aatattatgt gtactttatc acaatgaaaa aagctgctgc gtgggccaag 10500 

ttacttgtgc aggtaatgtt ctgcaggtgg ttgcctgcac ctcagttgta gggtgtccgt 10560 

aggatgtgag gccagtcccc gggcttaatg atgctttaaa tcctgcctag tattcaatta 10620 

tttcttgtcg cttaaaaggc ctaataaaat tatggtctta gtttacagtg gtatgaatgc 10680 

ttagctgttg gattttagta ggaaagttcg tccctttttg tttttaattt tgttttacag 10740 

attcacagga attttttttt tttttttttt tttttttttt taatgcacag aaagtttccc 10800 

tggactctct acccagtttc cccagtgata atatcttggg taacatcctg tatacattca 10860 

cattggtgca ttcctcagag ttgtcagatt ttgctagttt tacgtgcact tgtgtatgtg 10920 
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tgtatttgca attttagcac gtgtagactc ttgtaaccac tacaatcaag ttacagaact 10980 

acactaccaa ggttcatctt tttaaaatct ttgatgttac cttttttgga acagtgacca 11040 

tgagaggact ttcctcccaa aattttgaaa actactgaac cagaatatag tctgacacta 11100 

ataggtagaa atttaaccaa aggagattat gaagctctgc acttgagtta acaaaatcac 11160 

ttctcagctt ccagttccat ctcagaagga aggaaaaggg attaaaaatc cagagaccag 11220 

aaaatgggag caaagtacaa ggtggtgtaa tcattacaga ggtttcctga tgtttccaag 11280 

tcagtcgtgt gttgagctgc taaactctaa agtaatttta ggtggaatgt tggaaacatg 11340 

ctgctgaggt gatagaaagg aatccatggt cctctgttag ttggaaagta tatggaatac 11400 

tatattctac ataagataca atactctctg tgagacaagg ataaagtaga ttttgtcagt 11460 

gaaattgtga caagaatcgc tgatgggttt agagcctaag tttgcgagga gcactggaag 11520 

aaattaagat tgttgagatt ggaaagggtt agctatgggg gaacaggagg aggtgactcc 11580 

atgacagacc aaatattcaa aggactgtgt agaagaggaa aaagactttg ttagggctcc 11640 

agaggacaga gccaggagtc agacagggcc ttgaactcaa cccaccgaga tctgcaaact 11700 

ttgcaggatg caccagatgt cttgtagcca tgggtcaagg ggggaccctg ggtaagagac 11760 

tgtaatagat gacctctaag gccatctcat gacatgtgtg attaatgtat gtacctgtcc 11820 

tctctttttg acaattctac agattattca ggacagggag ttgaccaact gcaaagagtg 11880 

attgacacca tcaaaaccaa ccctgacgac agaagaatca tcatgtgcgc ttggaatcca 11940 

agaggttgaa agaaccccgt cgtcttcatt tatactaacc atactcttag agggaagcaa 12000 

tctggttttg tgcagaggca ctgagggagg caggaccctg ggcaacttcc cccagccaca 12060 

tggttgtgtg acgttgggca agtcacattt tgctgcactt tcaccttcag atcatgaggt 12120 

tgggcccaga ggattttttt tttttttttt ttttttgaga cagagttttg ctctgttgcc 12180 

caggctggaa tgcaacggcg tgatcttggc tcactgtaac ctctgcctcc tgggttcgag 12240 

tgattctcct gcctcagcct ccaagtagct gggattacag catgtgccac catgcctggc 12300 

taattttgta tttttagtag agacgggttc acatgttggt caggctggtc ttgactcctg 12360 

accctcagat gatctgcctt gcctcagcct cccaaccgag tgatcttaag ttgtgtatta 12420 

tactcattct- tacacaaaaa gggctttaaa tgcctagaaa ctacatgaag atgttaacat 12480 

tttaaatgga agcagatgaa gttccagctc gctgccacct cactaacatt tttaacaatt 12540 

atattgtaaa attcaactct accagggtgt agagccaggt gtggtggctc acacctgtaa 12600 

ttccaacaac tccagaggcc aaggcgagag gatcatttga acccacggaa tttgaggctg 12660 

tagtgagtca tgatcacgcc attgcactcc atcctgggca acagagtgag accctgaata 12720 

tttaaaaaca acaacaacaa caaaactcta tcaggatatc ataagtactt agagtgaaat 12780 

acttgcatct gtaatagaga cttatttttt ttttttttga gacacagtct caccctgttg 12840 

cccaggctgg agtgcagtgg tttgatctcc gctcacggca acctccatct cccaggttca 12900 

agtgagttcc cattcctcag ccccagagct gggaccacag gcgcgcgaat ttttgtattt 12960 

ttagcagaga cggggtttca ctatgttggc caggctagtc tcaaactcaa gttggcctca 13020 

agtgatctgc ccaccctggc gtcccagtgt tgggatttca ggcatgagcc actgtgcctg 13080 

gccatgtaat agagactttt aatataggag ggtgtaccag aagcaccagt ttcctgtggc 13140 

aaacagaatt attcctgctg tatttgtaat ttggtgccac gaggtagccc agatcccttc 13200 

agctctgatg gaagagcatt gcttcagccg taaatggaca cctgcagaaa ccttgcaccg 13260 

atggatagtc tccctcagct ccgtgccatc gctgcagggg ctgttatgga catcactgca 13320 

gcccagtggc tctctctcct ggtctccacc atatgagttg gcttctgttt ctctcctgtt 13380 

ttactttgcc tttagctgtg gtctttcaaa ccaccatccc tccttatctt cctctgctgg 13440 

ttcctcagat cttcctctga tggcgctgcc tccatgccat gccctctgcc agttctatgt 13500 

ggtgaacagt gagctgtcct gccagctgta ccagagatcg ggagacatgg gcctcggtgt 13560 

gcctttcaac atcgccagct acgccctgct cacgtacatg attgcgcaca tcacgggcct 13620 

gaaggtgggc tgtctcggga agggtgactt gccagcctac cacatgagct cttcagttct 13680 

ttaatatggg aaaacaaatt gcagagttta gtctctgatt agcttttaaa tttgatatgt 13740 

gtaagtaaga catgaaccag cttttacttt gaaaccttcc ttttctggaa ggttttctgg 13800 

ccctgtggta tatgcactaa cagatctata caggttgttt gtgatacagc ttctatggat 13860 

cttctcaaaa gctatgctga ggttgggtat ggtggctcat gcctgtaatc ccagcacttt 13920 

ggaagactga gacaggagca attgcttgag gtctggagtt caataccagc ctgggcaaca 13980 

taacaagatg ctgttgctac aaaaaaatgg aaaagctaca ctaaattatt tttttaaaaa 14040 

aagccttgcg gtgtctgcat attctaatgt ttttaaatga tgttttaaag aattgaaact 14100 

aacatactgt tctgctttct cccggtttat agccaggtga ctttatacac actttgggag 14160 

atgcacatat ttacctgaat cacatcgagc cactgaaaat tcaggtaaga attagatgtt 14220 

atacttttgg gtttggtacc ttctcttgat aaaaggttga ctgtggaaca ggtatctgct 14280 

caatgctgtg tccaagataa agatgactgc tccaaatgtg gggcttcagt ttagggagaa 14340 

gtggtgggca ggtgggcagg acaaggcagg catctgcctc agcaaccatg gcacttaact 14400 

tgtcaggtgc tgtgaggtac taagcaccag taccagagag ggaagagcca cattcaagcc 14460 

aggggattgt ccaaaaggag gcattttaac tcattttaac ttgaaggaga attgaagtgc 14520 

aaatgttttt ccttttcttt ttttttgaga tggagtcttt ctctgtcggc caggctggag 14580 

tgtgccgtgg tgcgatctca gctcactgca acctccacct cccgggttca agcaattctt 14 640 
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ctgcctcagc ctcccaggta gctgggatta caggcacatg ccaccacacc cagctaattt 14700 

tttgtattat tagtagagat ggggtttcgt catgttggcc aggctgatct caaactcctg 14760 

acttcaagtg taccacctgc ctcagcctcc gaaagttctg gaattacagg cataagccac 14820 

caccctggcc ataaatattt tttgttaatt ttacattaag tacaatattt aggtccaaac 14880 

ttcaaaagtc tgttgaaatc cctgaagtta tagcagccaa caattgatat gaaatggcaa 14940 

taaaaatgta agttcatctg cttcatgagc cttaaggaaa aaaactcaga accagacact 15000 

ttttagcccc ttccaggtta gatccaggtt ttaaaagtta ttcctttgag ggagtttggc 15060 

tgcttttgag tggaggtgac ttcaggctta ttctctctgg ctctctgctc tggtcatttt 15120 

tagacatagt aataggttgt gacctgtctt cacatcctaa ttgccactgt ctgttcatcc 15180 

caggaatcct ggctttcatc cctttctgtt cactgtccat gcatgtcatc tttccttctt 15240 

tctgccaggg accagatggg ttagggattg tgaattcaag taaacgtaga gctactatga 15300 

gttacagatt gactgtgttc ctgtctttaa taaatttgcc aagagtggtt ataagaactt 15360 

acacctgatg aggcaccagg ctcctgatgc tgtgtaatgt cacaaaatac ccctcactct 15420 

cgatctgtgc aagagaacag ctggttgcgc tccaatcatg ttacataacc tacgcgaagg 15480 

tatcgacagg atcatactcc tgtaaaatag aactttgttg atcacatcct gtgtacttgt 15540 

ttcacggaca tgaggagcaa ttacaacagg tcgtacaatt atggcaaaat aatggcctta 15600 

ttttgttttt agcttcagcg agaacccaga cctttcccaa agctcaggat tcttcgaaaa 15660 

gttgagaaaa ttgatgactt caaagctgaa gactttcaga ttgaagggta caatccgcat 15720 

ccaactatta aaatggaaat ggctgtttag ggtgctttca aaggagctcg aaggatattg 15780 

tcagtcttta ggggttgggc tggatgccga ggtaaaagtt ctttttgctc taaaagaaaa 15840 

aggaactagg tcaaaaatct gtccgtgacc tatcagttat taatttttaa ggatgttgcc 15900 

actggcaaat gtaactgtgc cagttctttc cataataaaa ggctttgagt taactcactg 15960 

agggtatctg acaatgctga ggttatgaac aaagtgagga gaatgaaatg tatgtgctct 16020 

tagcaaaaac atgtatgtgc atttcaatcc cacgtactta taaagaaggt tggtgaattt 16080 

cacaagctat ttttggaata tttttagaat attttaagaa tttcacaagc tattccctca 16140 

aatctgaggg agctgagtaa caccatcgat catgatgtag agtgtggtta tgaactttaa 16200 

agttatagtt gttttatatg ttgctataat aaagaagtgt tctgcattcg tccacgcttt 16260 

gttcattctg tactgccact tatctgctca gttccttcct aaaatagatt aaagaactct 16320 

ccttaagtaa acatgtgctg tattctggtt tggatgctac ttaaaagagt atattttaga 16380 

aataatagtg aatatatttt gccctatttt tctcatttta actgcatctt atcctcaaaa 16440 

tataatgacc atttaggata gagttttttt tttttttttt taaactttta taaccttaaa 16500 

gggttatttt aaaataatct atggactacc attttgccct cattagcttc agcatggtgt 16560 

gacttctcta ataatatgct tagattaagc aaggaaaaga tgcaaaacca cttcggggtt 16620 

aatcagtgaa atatttttcc cttcgttgca taccagatac ccccggtgtt gcacgactat 16680 

ttttattctg ctaatttatg acaagtgtta aacagaacaa ggaattattc caacaagtta 16740 

tgcaacatgt tgcttatttt caaattacag tttaatgtct aggtgccagc ccttgatata 16800 

gctatttttg taagaacatc ctcctggact ttgggttagt taaatctaaa cttatttaag 16860 

gattaagtag gataacgtgc attgatttgc taaaagaatc aagtaataat tacttagctg 16920 

attcctgagg gtggtatgac ttctagctga actcatcttg atcggtagga ttttttaaat 16980 

ccatttttgt aaaactattt ccaagaaatt ttaagccctt tcacttcaga aagaaaaaag 17040 

ttgttggggc tgagcactta attttcttga gcaggaagga gtttcttcca aacttcacca 17100 

tctggagact ggtgtttctt tacagattcc tccttcattt ctgttgagta gccgggatcc 17160 

tatcaaagac caaaaaaatg agtcctgtta acaaccacct ggaacaaaaa cagattttat 17220 

gcatttatgc tgctccaaga aatgctttta cgtctaagcc agaggcaatt aattaatttt 17280 

tttttttttg acatggagtc actgtccgtt gcccaggctg cagtgcagtg gcgcaatctt 17340 

ggctcactgc aacctccacc tcccaggttc aagtgattct cctgcctcag cctcccatgt 17400 

agctgggatc acaggcacct gccaccatgc ccggctaatt ttttgtattt tttgtagaga 17460 

cagggtttca ccatgttggc caggctggtc tcaaacacct gacctcaaat gatccacctg 17520 

cctcagcctc ccaaagtgtt gggattacag gcgtaagcca ccatgcccag ccctgaatta 17580 

atatttttaa aataagtttg gagactgttg gaaataatag ggcagaggaa catattttac 17640 

tggctacttg ccagagttag ttaactcatc aaactctttg ataatagttt gacctctgtt 17700 

ggtgaaaatg agccatgatc tcttgaacat gatcagaata aatgccccag ccacacaatt 17760 

gtagtccaaa ctttttaggt cactaacttg ctagatggtg ccaggttttt ttgcacaagg 17820 

agtgcaaatg ttaagatctc cactagtgag gaaaggctag tattacagaa gccttgtcag 17880 

aggcaattga acctccaagc cctggccctc aggcctgagg attttgatac agacaaactg 17940 

aagaaccgtt tgttagtgga tattgcaaac aaacaggagt caaagcttgg tgctccacag 18000 

tctagttcac gagacaggcg tggcagtggc tggcagcatc tcttctcaca ggggccctca 18060 

ggcacagctt accttgggag gcatgtagga agcccgctgg atcatcacgg gatacttgaa 18120 

atgctcatgc aggtggtcaa catactcaca caccctagga ggagggaatc agatcggggc 18180 

aatgatgcct gaagtcagat tattcacgtg gtgctaactt aaagcagaag gagcgagtac 18240 

cactcaattg acagtgttgg ccaaggctta gctgtgttac catgcgtttc taggcaagtc 18300 

cctaaacctc tgtgcctcag gtccttttct tctaaaatat agcaatgtga ggtggggact 18360 



84 



ttgatgacat gaacacacga agtccctctg agaggttttg tggtgccctt taaaagggat 18420 

caattcagac tctgtaaata tccagaatta tttgggttcc tctggtcaaa agtcagatga 18480 

atagattaaa atcaccacat tttgtgatct atttttcaag aagcgtttgt attttttcat 18540 

atggctgcag cagctgccag gggcttgggg tttttttggc aggtagggtt gggagg 18596 



<210> 141 

<211> 1536 

<212> DNA 

<213> Homo sapiens 



<400> 141 

gggggggggg 

cccgccgcgc 

tcggagctgc 

ccgccgcacg 

aggaaggacg 

agcctgagag 

gaggagttgc 

gtgaaaatct 

agagaagaag 

tacagagata 

gacaccatca 

gatcttcctc 

agtgagctgt 

aacatcgcca 

ggtgacttta 

aaaattcagc 

gagaaaattg 

actattaaaa 

gtctttaggg 

aactaggtca 

ggcaaatgta 

gtatctgaca 

caaaaacatg 

aagctatttt 

ctgagggagc 

tgttttatat 



ggaccacttg 
cacttcgcct 
cgcgccggcc 
gggagctgca 
accgcacggg 
atgaattccc 
tgtggtttat 
gggatgccaa 
gggacttggg 
tggaatcaga 
aaaccaaccc 
tgatggcgct 
cctgccagct 
gctacgccct 
tacacacttt 
ttcagcgaga 
atgacttcaa 
tggaaatggc 
gttgggctgg 
aaaatctgtc 
actgtgccag 
atgctgaggt 
tatgtgcatt 
tggaatattt 
tgagtaacac 
gttgctataa 



gcctgcctcc 
gcctccgtcc 
cttgcccccc 
gtacctgggg 
caccggcacc 
tctgctgaca 
caagggatcc 
tggatcccga 
cccagtttat 
ttattcagga 
tgacgacaga 
gcctccatgc 
gtaccagaga 
gctcacgtac 
gggagatgca 
acccagacct 
agctgaagac 
tgtttagggt 
atgccgaggt 
cgtgacctat 
ttctttccat 
tatgaacaaa 
tcaatcccac 
ttagaatatt 
catcgatcat 
taaagaagtg 



gtcccgccgc 
cccgcccgcc 
gccgcacagg 
cagatccaac 
ctgtcggtat 
accaaacgtg 
acaaatgcta 
gactttttgg 
ggcttccagt 
cagggagttg 
agaatcatca 
catgccctct 
tcgggagaca 
atgattgcgc 
catatttacc 
ttcccaaagc 
tttcagattg 
gctttcaaag 
aaaagttctt 
cagttattaa 
aataaaaggc 
gtgaggagaa 
gtacttataa 
ttaagaattt 
gatgtagagt 
ttctgc 



gccacttggc 
gcgccatgcc 
agcgggacgc 
acatcctccg 
tcggcatgca 
tgttctggaa 
aagagctgtc 
acagcctggg 
ggaggcattt 
accaactgca 
tgtgcgcttg 
gccagttcta 
tgggcctcgg 
acatcacggg 
tgaatcacat 
tcaggattct 
aagggtacaa 
gagcttgaag 
tttgctctaa 
tttttaagga 
tttgagttaa 
tgaaatgtat 
agaaggttgg 
cacaagctat 
gtggttatga 



ctgcctccgt 
tgtggccggc 
cgagccgcgt 
ctgcggcgtc 
ggcgcgctac 
gggtgttttg 
ttccaaggga 
attctccacc 
tggggcagaa 
aagagtgatt 
gaatccaaga 
tgtggtgaac 
tgtgcctttc 
cctgaagcca 
cgagccactg 
tcgaaaagtt 
tccgcatcca 
gatattgtca 
aagaaaaagg 
tgttgccact 
ctcactgagg 
gtgctcttag 
tgaatttcac 
tccctcaaat 
actttatagt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1536 



<210> 142 
<211> 313 
<212> PRT 

<213> Homo sapiens 



<400> 142 



Met 


Pro 


Val 


Ala 


Gly 


Ser 


Glu 


Leu 


Pro 


Arg 


Arg 


Pro 


Leu 


Pro 


Pro 


Ala 


1 








5 










10 










15 




Ala 


Gin 


Glu 


Arg 
20 


Asp 


Ala 


Glu 


Pro 


Arg 
25 


Pro 


Pro 


His 


Gly 


Glu 
30 


Leu 


Gin 


Tyr 


Leu 


Gly 
35 


Gin 


He 


Gin 


His 


He 
40 


Leu 


Arg 


Cys 


Gly 


Val 
45 


Arg 


Lys 


Asp 


Asp Arg 


Thr 


Gly 


Thr 


Gly 


Thr 


Leu 


Ser 


Val 


Phe 


Gly 


Met 


Gin 


Ala 


Arg 




50 










55 










60 










Tyr 


Ser 


Leu 


Arg 


Asp 


Glu 


Phe 


Pro 


Leu 


Leu 


Thr 


Thr 


Lys 


Arg 


Val 


Phe 


65 










70 










75 










80 


Trp 


Lys 


Gly 


Val 


Leu 
85 


Glu 


Glu 


Leu 


Leu 


Trp 
90 


Phe 


He 


Lys 


Gly 


Ser 
95 


Thr 


Asn 


Ala 


Lys 


Glu 
100 


Leu 


Ser 


Ser 


Lys 


Gly 
105 


Val 


Lys 


He 


Trp 


Asp 
110 


Ala 


Asn 


Gly 


Ser 


Arg 


Asp 


Phe 


Leu 


Asp 


Ser 


Leu 


Gly 


Phe 


Ser 


Thr 


Arg 


Glu 


Glu 



115 



120 



125 



85 



Gly Asp 


Leu Gly 


Pro 


Val 


Tyr 


Gly 


Phe 


Gin 


Trp 


Arg 


His 


Phe 


Gly 


Ala 


130 










135 










140 










Glu Tyr 


Arg 


Asp 


Met 


Glu 


Ser 


Asp 


Tyr 


Ser 


Gly 


Gin 


Gly 


Val 


Asp 


Gin 


145 








150 










155 










160 


Leu Gin 


Arg 


Val 


He 


Asp 


Thr 


He 


Lys 


Thr 


Asn 


Pro 


Asp 


Asp 


Arg 


Arg 








165 










170 










175 




He He 


Met 


Cys 


Ala 


Trp 


Asn 


Pro 


Arg 


Asp 


Leu 


Pro 


Leu 


Met 


Ala 


Leu 






180 










185 










190 






Pro Pro 


Cys 


His 


Ala 


Leu 


Cys 


Gin 


Phe 


Tyr 


Val 


Val 


Asn 


Ser 


Glu 


Leu 




195 










200 










205 








Ser Cys 


Gin 


Leu 


Tyr 


Gin 


Arg 


Ser 


Gly 


Asp 


Met 


Gly 


Leu 


Gly 


Val 


Pro 


210 










215 










220 










Phe Asn 


He 


Ala 


Ser 


Tyr 


Ala 


Leu 


Leu 


Thr 


Tyr 


Met 


He 


Ala 


His 


He 


225 








230 










235 










240 


Thr Gly 


Leu Lys 


Pro Gly 


Asp 


Phe 


He 


His 


Thr 


Leu 


Gly 


Asp 


Ala 


His 








245 










250 








255 




He Tyr 


Leu 


Asn 


His 


He 


Glu 


Pro 


Leu 


Lys 


He 


Gin 


Leu 


Gin 


Arg 


Glu 






260 










265 










270 






Pro Arg 


Pro 


Phe 


Pro 


Lys 


Leu 


Arg 


lie 


Leu 


Arg 


Lys 


Val 


Glu 


Lys 


He 




275 










280 










285 








Asp Asp 


Phe 


Lys 


Ala 


Glu 


Asp 


Phe 


Gin 


He 


Glu 


Gly 


Tyr 


Asn 


Pro 


His 


290 










295 










300 










Pro Thr 


He 


Lys 


Met 


Glu 


Met 


Ala 


Val 

















305 310 



<210> 143 
<211> 942 
<212> DNA 
<213> Homo sapiens 

<400> 143 

atgcctgtgg ccggctcgga gctgccgcgc cggcccttgc cccccgccgc acaggagcgg 60 

gacgccgagc cgcgtccgcc gcacggggag ctgcagtacc tggggcagat ccaacacatc 120 

ctccgctgcg gcgtcaggaa ggacgaccgc acgggcaccg gcaccctgtc ggtattcggc 180 

atgcaggcgc gctacagcct gagagatgaa ttccctctgc tgacaaccaa acgtgtgttc 240 

tggaagggtg ttttggagga gttgctgtgg tttatcaagg gatccacaaa tgctaaagag 300 

ctgtcttcca agggagtgaa aatctgggat gccaatggat cccgagactt tttggacagc 360 

ctgggattct ccaccagaga agaaggggac ttgggcccag tttatggctt ccagtggagg 420 

cattttgggg cagaatacag agatatggaa tcagattatt caggacaggg agttgaccaa 480 

ctgcaaagag tgattgacac catcaaaacc aaccctgacg acagaagaat catcatgtgc 540 

gcttggaatc caagagatct tcctctgatg gcgctgcctc catgccatgc cctctgccag 600 

ttctatgtgg tgaacagtga gctgtcctgc cagctgtacc agagatcggg agacatgggc 660 

ctcggtgtgc ctttcaacat cgccagctac gccctgctca cgtacatgat tgcgcacatc 720 

acgggcctga agccaggtga ctttatacac actttgggag atgcacatat ttacctgaat 780 

cacatcgagc cactgaaaat tcagcttcag cgagaaccca gacctttccc aaagctcagg 840 

attcttcgaa aagttgagaa aattgatgac ttcaaagctg aagactttca gattgaaggg 900 

tacaatccgc atccaactat taaaatggaa atggctgttt ag 942 

<210> 144 
<211> 186 
<212> PRT 

<213> Homo sapiens 
<400> 144 

Met Pro Val Ala Gly Ser Glu Leu Pro Arg Arg Pro Leu Pro Pro Ala 

1 5 10 15 

Ala Gin Glu Arg Asp Ala Glu Pro Arg Pro Pro His Gly Glu Leu Gin 

20 25 30 

Tyr Leu Gly Gin He Gin His He Leu Arg Cys Gly Val Arg Lys Asp 
35 40 45 
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Asp 


Arg 


Thr 


Gly 


Thr 


Gly Thr 


Leu 


Ser Val Phe Gly Met 


Gin Ala Arg 




50 








55 




60 




Tyr 


Ser 


Leu 


Arg 


Asp 


Glu Phe 


Pro 


Leu Leu Thr Thr Lys 


Arg Val Phe 


65 










70 




75 


80 


Trp 


Lys 


Gly 


Val 


Leu 


Glu Glu 


Leu 


Leu Trp Phe He Lys 


Gly Ser Thr 










85 






90 


95 


Asn 


Ala 


Lys 


Glu 


Leu 


Ser Ser 


Lys 


Gly Val Lys He Trp 


Asp Ala Asn 








100 








105 


110 


Gly 


Ser 


Arg 


Asp 


Phe 


Leu Asp 


Ser 


Leu Gly Phe Ser Thr 


Arg Glu Glu 






115 








120 


125 




Gly 


Asp 


Leu 


Gly 


Pro 


Val Tyr 


Gly 


Phe Gin Trp Arg His 


Phe Gly Ala 




130 








135 




140 




Glu 


Tyr 


Arg 


Asp 


Met 


Glu Ser 


Asp 


Tyr Ser Gly Gin Gly 


Val Asp Gin 


145 










150 




155 


160 


Leu 


Gin 


Arg 


Val 


He 


Asp Thr 


He 


Lys Thr Asn Pro Asp 


Asp Arg Arg 










165 






170 


175 


He 


He 


Met 


Cys 


Ala 


Trp Asn 


Pro Arg Asp 










180 








185 





<210> 145 
<211> 70 
<212> PRT 

<213> Homo sapiens 
<400> 145 

Lys Pro Gly Asp Phe He His Thr Leu Gly Asp Ala His He Tyr Leu 

1 5 10 15 

Asn His He Glu Pro Leu Lys He Gin Leu Gin Arg Glu Pro Arg Pro 

20 25 30 

Phe Pro Lys Leu Arg He Leu Arg Lys Val Glu Lys He Asp Asp Phe 

35 40 ~ 45 

Lys Ala Glu Asp Phe Gin He Glu Gly Tyr Asn Pro His Pro Thr He 

50 55 60 

Lys Met Glu Met Ala Val 
65 70 



<210> 146 
<211> 18 
<212> PRT 

<213> Homo sapiens 



<400> 146 

Leu Pro Leu Met Ala Leu Pro Pro Cys His Ala Leu Cys Gin Phe Tyr 

1 5 10 15 

Val Val 



<210> 147 
<211> 25 
<212> PRT 

<213> Homo sapiens 
<400> 147 

Met Gly Leu Gly Val Pro Phe Asn He Ala Ser Tyr Ala Leu Leu Thr 

1 5 10 15 

Tyr Met He Ala His He Thr Gly Leu 
20 25 



<210> 148 
<211> 14 
<212> PRT 

<213> Homo sapiens 
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<400> 148 

Asn Ser Glu Leu Ser Cys Gin Leu Tyr Gin Arg Ser Gly Asp 
15 10 



<210> 149 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<400> 149 

Asn Ser Glu Leu Ser Cys Gin Leu Tyr Gin Arg Ser Gly Asp 
1 5 10 



<210> 150 

<211> 18 

<212> PRT 

<213> Homo sapiens 



<400> 150 

Leu Pro Leu Met Ala Leu Pro Pro Cys His Ala Leu Cys Gin Phe Tyr 

1 5 10 15 

Val Val 



<210> 151 
<211> 25 
<212> PRT 

<213> Homo sapiens 
<400> 151 

Met Gly Leu Gly Val Pro Phe Asn lie Ala Ser Tyr Ala Leu Leu Thr 

15 10 15 

Tyr Met He Ala His He Thr Gly Leu 
20 25 



<210> 152 
<211> 186 
<212> PRT 

<213> Homo sapiens 



<400> 152 



Met 


Pro 


Val 


Ala 


1 








Ala 


Gin 


Glu 


Arg 








20 


Tyr 


Leu 


Gly 


Gin 






35 




Asp 


Arg 


Thr 


Gly 




50 






Tyr 


Ser 


Leu 


Arg 


65 








Trp 


Lys 


Gly 


Val 


Asn 


Ala 


Lys 


Glu 








100 


Gly 


Ser 


Arg 


Asp 






115 




Gly 


Asp 


Leu 


Gly 




130 







Gly Ser Glu Leu 
5 

Asp Ala Glu Pro 

He Gin His He 
40 

Thr Gly Thr Leu 
55 

Asp Glu Phe Pro 
70 

Leu Glu Glu Leu 
85 

Leu Ser Ser Lys 

Phe Leu Asp Ser 
120 

Pro Val Tyr Gly 
135 



Pro Arg Arg Pro 
10 

Arg Pro Pro His 

25 

Leu Arg Cys Gly 

Ser Val Phe Gly 
60 

Leu Leu Thr Thr 
75 

Leu Trp Phe He 
90 

Gly Val Lys He 
105 

Leu Gly Phe Ser 

Phe Gin Trp Arg 
140 



Leu Pro Pro Ala 
15 

Gly Glu Leu Gin 
30 

Val Arg Lys Asp 
45 

Met Gin Ala Arg 

Lys Arg Val Phe 
80 

Lys Gly Ser Thr 
95 

Trp Asp Ala Asn 
110 

Thr Arg Glu Glu 
125 

His Phe Gly Ala 
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Glu Tyr Arg Asp Met Glu Ser Asp Tyr Ser Gly Gin Gly Val Asp Gin 
145 150 155 160 

Leu Gin Arg Val lie Asp Thr lie Lys Thr Asn Pro Asp Asp Arg Arg 

165 ' 170 175 

lie lie Met Cys Ala Trp Asn Pro Arg Asp 
180 185 

<210> 153 
<211> 70 
<212> PRT 

<213> Homo sapiens 
<400> 153 

Lys Pro Gly Asp Phe lie His Thr Leu Gly Asp Ala His lie Tyr Leu 

15 10 15 

Asn His lie Glu Pro Leu Lys lie Gin Leu Gin Arg Glu Pro Arg Pro 

20 25 30 

Phe Pro Lys Leu Arg lie Leu Arg Lys Val Glu Lys lie Asp Asp Phe 

35 40 45 

Lys Ala Glu Asp Phe Gin lie Glu Gly Tyr Asn Pro His Pro Thr lie 

50 55 60 

Lys Met Glu Met Ala Val 
65 70 



<210> 154 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 154 

gtcatgcttt tatacattct ggc 

<210> 155 
<211> 25 
<212> DNA 

<213> Homo sapiens 
<400> 155 

ttatctgttt agatcagcac tacac 

<210> 156 
<211> 28 
<212> DNA 

<213> Homo sapiens 
<400> 156 

gtacttgata tttatataca tcctaatc 

<210> 157 
<211> 21 
<212> DNA 

<213> Homo sapiens 
<400> 157 

gtaatccaac actttgggag g 

<210> 158 
<211> 70 
<212> PRT 
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<213> Homo sapiens 



<400> 158 



Lys 


Pro Gly Asp 


Phe 


He 


His 


Thr 


Leu Gly Asp Ala 


His 


lie 


Tyr 


Leu 


1 








5 










10 










15 




Asn 


His 


He 


Glu 


Pro 


Leu 


Lys 


He 


Gin 


Leu 


Gin 


Arg 


Glu 


Pro 


Arg 


Pro 








20 










25 










30 






Phe 


Pro 


Lys 


Leu Arg 


lie 


Leu 


Arg 


Lys 


Val 


Glu 


Lys 


lie 


Asp 


Asp 


Phe 






35 










A A 

4 0 










A C 

4 5 








Lys 


Ala 


Glu Asp 


Phe 


Gin 


He 


Glu 


Gly Tyr Asn 


Pro 


His 


Pro 


Thr 


He 




50 










55 










60 










Lys 


Met 


Glu 


Met 


Ala 


Val 






















65 










70 






















<210> 159 




























<211> 437 




























<212> PRT 




























<213> H. 


. sapiens 
























<400> 159 




























Met 


Lys 


He 


Lys 


Ala 


Glu 


Lys 


Asn 


Glu 


Gly 


Pro 


Ser 


Arg 


Ser 


Trp 


Trp 


1 








5 










10 










15 




Gin 


Leu 


His 


Trp 


Gly 


Asp 


He 


Ala 


Asn 


Asn 


Ser 


Gly 


Asn 


Met 


Lys 


Pro 








20 










25 










30 






Pro 


Leu 


Leu 


Val 


Phe 


He 


Val 


Cys 


Leu 


Leu 


Trp 


Leu 


Lys 


Asp 


Ser 


His 






35 ' 










40 










45 








Cys 


Ala 


Pro 


Thr 


Trp 


Lys 


Asp 


Lys 


Thr 


Ala 


He 


Ser 


Glu 


Asn 


Leu 


Lys 




50 










55 










60 










Ser 


Phe 


Ser 


Glu 


Val 


Gly 


Glu 


lie Asp Ala Asp Glu 


Glu 


Val 


Lys 


Lys 


65 










70 










75 










80 


Ala 


Leu 


Thr 


Gly 


He 


Lys 


Gin 


Met 


Lys 


He 


Met 


Met 


Glu 


Arg 


Lys 


Glu 










85 










90 










95 




Lys 


Glu 


His 


Thr 


Asn 


Leu 


Met 


Ser 


Thr 


Leu 


Lys 


Lys 


Cys 


Arg 


Glu 


Glu 








100 










105 










110 






Lys 


Gin 


Glu 


Ala 


Leu 


Lys 


Leu 


Leu 


Asn 


Glu 


Val 


Gin 


Glu 


His 


Leu 


Glu 






115 










120 










125 








Glu 


Glu 


Glu 


Arg 


Leu 


Cys 


Arg 


Glu 


Ser 


Leu 


Ala 


Asp 


Ser 


Trp 


Gly 


Glu 




130 










135 










140 










Cys 


Arg 


Ser 


Cys 


Leu 


Glu 


Asn 


Asn 


Cys 


Met 


Arg 


He 


Tyr 


Thr 


Thr 


Cys 


145 










150 










155 










160 


Gin 


Pro 


Ser 


Trp 


Ser 


Ser 


Val 


Lys 


Asn 


Lys 


lie 


Glu 


Arg 


Phe 


Phe 


Arg 










165 










170 










175 




Lys 


He 


Tyr 


Gin 


Phe 


Leu 


Phe 


Pro 


Phe 


His 


Glu Asp 


Asn 


Glu 


Lys 


Asp 








180 










185 










190 






Leu 


Pro 


He 


Ser 


Glu 


Lys 


Leu 


He 


Glu Glu Asp Ala 


Gin 


Leu 


Thr 


Gin 






195 










200 










205 








Met 


Glu 


Asp 


Val 


Phe 


Ser 


Gin 


Leu 


Thr 


Val 


Asp 


Val 


Asn 


Ser 


Leu 


Phe 




210 










215 










220 










Asn 


Arg 


Ser 


Phe 


Asn 


Val 


Phe 


Arg 


Gin 


Met 


Gin 


Gin 


Glu 


Phe 


Asp 


Gin 


225 










230 










235 










240 


Thr 


Phe 


Gin 


Ser 


His 


Phe 


He 


Ser Asp 


Thr 


Asp 


Leu 


Thr 


Glu 


Pro 


Tyr 










245 










250 










255 




Phe 


Phe 


Pro 


Ala 


Phe 


Ser 


Lys 


Glu 


Pro 


Met 


Thr 


Lys 


Ala 


Asp 


Leu 


Glu 








260 










265 










270 






Gin 


Cys 


Trp 


Asp 


He 


Pro 


Asn 


Phe 


Phe 


Gin 


Leu 


Phe 


Cys 


Asn 


Phe 


Ser 






275 










280 










285 








Val 


Ser 


He 


Tyr 


Glu 


Ser 


Val 


Ser 


Glu 


Thr 


He 


Thr 


Lys 


Met 


Leu 


Lys 




290 










295 










300 










Ala 


He 


Glu 


Asp 


Leu 


Pro 


Lys 


Gin 


Asp 


Lys 


Ala 


Pro 


Asp 


His 


Gly 


Gly 


305 










310 










315 










320 


Leu 


He 


Ser 


Lys 


Met 


Leu 


Pro 


Gly Gin Asp Arg 


Gly 


Leu 


Cys 


Gly 


Glu 










325 










330 










335 





90 



Leu 


Asp 


Gin 


Asn 


Leu 


Ser 


Arg 


Cys 








340 










Lys 


Cys 


Gin 


Ala 


His 


Leu 


Ser 


Glu 






355 










360 


His 


Thr 


Glu 


Leu 


Asp 


Glu 


Ala 


He 




370 










375 




Gin 


Tyr 


Gly 


Gin 


He 


Leu 


Gin 


Met 


385 










390 






Ala 


Tyr 


Leu 


Val 


Glu 


Lys 


Met 


Arg 










405 








Leu 


Ala 


Asn 


Gin 


Ala 


Pro 


Glu 


Thr 








420 










Ala 


Ser 


Tyr 


He 


Gin 









435 



Phe 


Lys 


Phe 


His 


Glu 


Lys 


Cys 


Gin 


345 










350 






Asp 


Cys 


Pro 


Asp 


Val 


Pro 


Ala 


Leu 










365 








Arg 


Leu 


Val 


Asn 


Val 


Ser 


Asn 


Gin 








380 










Thr 


Arg 


Lys 


His 


Leu 


Glu 


Asp 


Thr 






395 










400 


Gly 


Gin 


Phe 


Gly 


Trp 


Val 


Ser 


Glu 




410 










415 




Glu 


He 


He 


Phe 


Arg 


Arg 


Ser 


Asn 


425 










430 







<210> 160 
<211> 1134 
<212> DNA 
<213> H. sapiens 



<400> 160 

cctgaaagcc tggcgccaat gacccgcgag acattttttg cctggggtgc tcctgtcgga 60 

aaggaaagag gaaaggacga ctaagaactc gaactcccga atttctcttt tcaaggttta 120 

agaggaaagc tggttcgtgg ggattggatg ggaggccacc aggaaaccaa gttcccgcgc 180 

cagcttcagt gctstcctct tcccgccgcc tttgccccgc ccacatcact ttcgctccag 240 

tttttgaaaa cgctgcgaag cggaatggtc cacaggggaa aacggaggag gggccaaagc 300 

caggactttg agaccggcgc gcggtcaagc ccaggcagct ctccctaacc ctccagcact 360 

gggcaaacgc tgcccgatga cgcccgcctc gggggccacg gcatcactgg ggcgactgcg 420 

agcccggccg cggagccgct gggacgcggc ttacctcccg gctgtcgctg ctgtgtgtgt 480 

tgcccgcgcc agtcacgtcc ctaatgggac cctccgtttc ggcgtctgta aggcgaggag 540 

gacgatgcgt cccctccctg gcaggattga ggttaggact aaacggggtc cgcagcgccc 600 

ggcagctccc gagcgctctc cccagccgcg cctccctcct tcccgccacc cgtcccgcag 660 

gggcccgcgg cgtcacctct caggctgtag cgcgcctgca tgccgaatac cgacagggtg 720 

ccggtgcccg tgcggtcgtc cttcctgacg ccgcagcgga ggatgtgttg gatctgcccc 780 

aggtactttc aggatttcca ggtcccagat gaagagataa ttctacttac tggatatagg 840 

atgcattaga tcttcttacc ttaaaaaaaa aaaaaaagca gcaatgatca aaatactaat 900 

aaattactca cagactcagt gtattttttc ttggagtaaa agtccaggat gggtaataga 960 

atacctgctg ttggcttttg gaaaaattgg tactgtgtgt agcaaaataa tgtgaaaccc 1020 

atatgcatgg atattcttaa caatttgaag aaatcgtcac agctttcctg ggttgttgag 1080 

cctctaagat ggtcttttcc tctgatgtga taataaagtg tttattctga actc 1134 

<210> 161 
<211> 50 
<212> PRT 
<213> H. sapien 

<220> 

<221> misc_f eature 
<222> (45) . . . (45) 
<223> Xaa - He or Leu 



<400> 161 

Phe Gly Trp Val Ser Glu Leu Ala 

1 5 
He Phe Asn Ser He Gin Val Val 
20 

Ser Lys Gin Asp Glu Thr Met Met 
35 40 

Asn Phe 
50 



Asn Gin Ala Pro Glu Thr Glu He 

10 15 
Pro Arg He His Glu Gly Asn He 
25 30 
Thr Asp Leu Ser Xaa Pro Ser Ser 
45 



<210> 162 
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<211> 49 
<212> PRT 
<213> bovine 



<220> 

<221> misc_f eature 
<222> (44) . . . (44) 
<223> Xaa = He or Leu 



<400> 162 

Phe Gly Trp Val Thr Glu Leu Ala 

1 5 
He Phe Ser Phe He Lys Val Val 
20 

Ser Lys Gin Asp Glu Lys Met He 
* 35 " 4 0 

Phe 

<210> 163 
<211> 51 
<212> PRT 
<213> guinea pig 

<220> 

<221> misc_feature 
<222> (46) . . . (46) 
<223> Xaa = He or Leu 



Ser Gin Thr Pro Gly Ser Glu Asn 

10 15 
Pro Gly Val His Glu Gly Asn Phe 
25 30 
Asp He Ser Xaa Pro Ser Ser Asn 
45 



<400> 163 

Phe Gly Trp Val Leu Glu Leu Ala Tyr Gin Ser Pro Gly Ala Glu Asp 

1 5 10 15 

He Phe Asn Pro Val Lys Val Met Val Ala Leu Ser Ala His Glu Gly 

20 25 30 

Asn Ser Ser Asp Gin Asp Asp Thr Val Val Pro Ser Ser Xaa Pro Ser 

35 40 45 

Ser Asn Phe 
50 



<210> 164 
<211> 49 
<212> PRT 
<213> rat 



<220> 

<221> misc_feature 
<222> (44 ) . . . (44 ) 
<223> Xaa = He or Leu 



<400> 164 

Phe Gly Trp Val Ser Gin Leu Ala Ser His Asn Pro Val Thr Glu Asp 

1 5 10 15 

He Phe Asn Ser Thr Lys Ala Val Pro Lys He His Gly Gly Asp Ser 

20 25 30 

Ser Lys Gin Asp Glu He Met Val Asp Ser Ser Xaa Pro Ser Ser Asn 
35 40 45 

Phe 



<210> 165 
<211> 1767 
<212> DNA 
<213> Cavia sp. 
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<400> 165 

cttggagtca actgagtgtg gactgaaact 
aatcatgatc aaggagctac acactctgac 
actgcaagga ttaacagtga gaacatgaag 
ctatggttga aagactgtca ttgtgcacct 
aacgcgaaca gtttttctga ggctggggag 
ttgattggca ttaaacagat gaaaatcatg 
ctaatgaaaa ccttgaagaa gtgcaaagaa 
gaagttcatg aacacctgga ggaggaagaa 
tgggatgaat gcagggcttg cctggaaagt 
cctgcatggt cctctgtgaa aaatatggaa 
gtcactgagg aagatgcgca ggtgtcacac 
gatgtgacat ctctcttcaa cagaagcctt 
gaccaggctt ttcagtcata tttcacatcg 
ccatctttgt ccaaggagcc agcctacaga 
aatgtcttcc agctgctctg caacttgagt 
ctcatcacaa ccctgcgtgc cacagaggac 
ggaggcccga tttcaaagat actacctgag 
cagaatttgt ctgattgcgt taattttcgc 
tctgatgact gccctaatgt gcctgaacta 
gtcagtagat ccaatcagca atacgaccag 
gacaccacgc ttctgatgga gaagatgaga 
taccagtccc caggagctga ggacatcttt 
gctcatgaag gaaattcttc tgatcaagat 
tcctctaact tcacactcag cagccctctt 
gatcacgtgg tagagaaggt tcttcagcac 
gatttagtcc atcctataat cagcaagaat 
aaaatacaaa gcaggctaac acaatgaaca 
aagcactatt ggtttacttt gttgaatgga 
taaaaatttc ttcctaaaaa gtaaaatgta 
gtatactaaa taaatactga gtcccct 



tccaaaaact gacatgagga gtcactggag 60 
ttaactttat tctgtggaca atgagagaca 120 
ctgccacttt tgatgtttcc cgtgtgtctg 180 
acttggaagg acaaaactgc catcagtgaa 240 
atagacgtag atggagaggt gaagatagct 300 
atggaaagga gagaggaaga acacagcaaa 360 
gaaaagcagg aggccctgaa acttatgaat 420 
agcttatgcc aggtttctct ggcagattcc 480 
aactgcatga ggtttgatac cacctgccaa 540 
aatgacagaa gtggccctgt cagcaaaggg 600 
atagagcatg tgttcagcca gctgagcgca 660 
tacgtcttca aacagctgcg gcgagaattt 720 
gggactgacg ttacagagcc tttctttttt 780 
gcagatgctg agccaagctg ggccattccc 840 
ttctcagttt atcaaagtgt cagtgaaaaa 900 
cctccaaaac aagacaaaga ctccaaccag 960 
caagacagag gctcagatgg gaaacttggc 1020 
aagagatgcc agaaatgcca ggattatcta 1080 
tacagagaac tcaatgaggc cctccgactg 1140 
gtggtgcaga tgacccagta tcacctggaa 1200 
gagcagtttg gctgggtttc tgaactggca 1260 
aatccagtga aagtaatggt agccctaagt 1320 
gacacagtgg ttccttcaag cctcctgcct 1380 
gaaaagagtg ctggcaacgc taacttcatt 1440 
tttaaggagc actttaaaac ttggtaagaa 1500 
tacaccttcg gccaagacct gagaattctg 1560 
cagctgcatg aaagttaggt atatattagg 1620 
agtttaatag ctattcaaat tgagttaata 1680 
catatgtaga atatgatgca ttagttcttt 1740 

1767 
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